[Ipunoxenue 1
k npukasy Ne 36-o7 ot 28.12.2024r.

[IpetickypanT TaprdoB Ha OKa3aHUE MIIATHON MEIUIIMHCKON MOMOIIH
no AHMO «Hedponoruueckuii ieHTp»
(BBoguTcs ¢ 01.01.2025 1.)

Ne Kon ycnyru no HaumeHnoBaHue MEIUITMHCKOMN YCIyTH En. usmepenust | Tapud pyo
HOMEHKJIaType
Mennunnckue ycayru, Boimosnsiembie AHMO «HedpoJsiornueckuii neHTp»
KomniekcHble HcciieJOBaHUS
Kommuieke ucciienoBanuii yHKIUM MOYeK
JIa0opaToOpHbIe, HHCTPYMEHTAJIbHO-
1001 | B03.025.001 |(*200PATOPHbIC, MHCTPY I ofcnenopanme 3300
AUATHOCTHYECKHUE HCCcIeJ0BAaHUA, IPHeM Bpaya-
CIenuaIncTa):
[Tpuem (ocMOTp, KOHCYJIbTALIMS) Bpada-Hedposora
B01.025.001 | [PHeM (0CMOTP, KOHCYILTAIS) Bpaa-Hepp
MIEPBUYHBIN
VYIIbTpa3ByKOBOE UCCIICIOBAHHUE TIOYCK H
A04.28.001 PASBYI A
Ha/IMOYCYHUKOB
A09.05.018 |HccrenoBanue ypoBHS MOYEBON KUCIIOTHI B KPOBH
A09.05.017 |HccregoBanmne ypoBHSI MOYEBHHBI B KPOBH
A09.05.020 |MccnenoBanue ypoBHs KpeaTHHUHA B KPOBH
B03.016.006 [OOmmii (kTMHUYECKHIT) aHATH3 MOYH
Al11.12.009 |B3sTue kpoBu u3 nepupepuyeckoil BEHbI
Kommnuieke ucciienoBanuii QyHKIUM MoYeK
(MHCTPYMEHTAJILHO-IHATHOCTHYECKHE
1.002 B03.025.001 [uccaenoBaHusi, pacHIMPEHHbIN NepeYeHb 1 o6cnenopanue 3850
JIa00pPaTOPHBIX HCCJIe0BAHNI, IPHEM Bpaya-
CIenuajancTa):
[Tpuem (ocMOTp, KOHCYIIBTAIINS) Bpada-Hedpoora
B01.025.001 |/[P1eM (OCMOTP, KOHCYIbTaINA) Bp bp
TIePBUYHBII
VY apTpa3ByKOBOE UCCIIEI0BAHNE MTOYEK U
A04.28.001 TPasByk .
Ha/IMTOYCYHUKOB
A09.05.018 [MccnemoBaHue ypOBHSI MOYE€BOM KUCIOTHI B KPOBU
A09.05.017 |HccrnegoBanue ypoBHS MOYEBHHBI B KPOBH
A09.05.020 |MccnenoBanue ypoBHS KpeaTHHWHA B KPOBH
B03.016.006 |OG6mmii (KTHHUYECKHIT) aHAIN3 MOYH
OOmuit (KTMHUYECKU) aHATTU3a KPOBU
B03.016.003 i (i) ) P
pa3BepHYTHIN
HccnenoBanue ypoBHSI HOHU3UPOBAHHOTO KAJIBIINS,
MOHU3UPOBAHHOTO HOPMAITM30BAaHHOTO KaJIBIINS,
KaJIvsl, HaTpUs ¥ XJIOPUIOB B KPOBU
Al11.12.009 |B3situe kpoBu u3 nepudepuyeckoil BEHbI
Kommuiekc uccsenoBanmnii pyHKIMU MoYeK
1.003 B03.025.001 ! ki I obenesosane 3960
(1abopaTopHbIe HCCJIeJOBAHNS):
A09.05.017  [MccnenoBanue ypoBHSI MOYEBHUHBI B KDOBU
A09.05.020 |MccnenoBanue ypoBHs KpeaTHHUHA B KPOBH
A09.05.011 [HMccnemoBanue ypoBHS albOyMHHA B KPOBH




A09.05.032

HccnenoBanue ypoBHS OOIIEro Kalblus B KPOBU

A09.05.018 |HccrnenoBanue ypoBHS MOYEBON KUCIOTHI B KPOBH

A09.05.023  |HccrnenoBanue ypoBHS TIIIOKO3bI B KDOBH
Hccnenoanue ypoBHst Heopranudeckoro ¢gocdopa B

A09.05.033 8 P P docbop
KpPOBH
HccnenoBanue ypoBHS OOIIET0 MarHUs B CHIBOPOTKE

A09.05.127 8 P . P
KpPOBH

A09.05.010 HccnenoBanue ypoBHs o0111ero Oeyika B KpOBU
HccnenoBanue ypoBHSI HOHU3UPOBAHHOTO KAJIBIINS,
MOHU3HPOBAHHOTO HOPMAITM30BAaHHOTO KAJIBIINS,
KaJIvisl, HAaTPUs ¥ XJIOPUJIOB B KPOBU

A09.28.012  |HcciegoBanue ypoBHS KaJblHs B MOYE

A09.28.010 HccnenoBanue ypoBHSI MOYEBOM KHCIOTHI B MOUYE

A09.28.026  [MccnenoBanue ypoBHs pochopa B Moue

Al11.12.009 |B3sitre kpoBu u3 nepudepuyecKoil BEHbI

A09.28.009 VccnenoBanue ypoBHSI MOYEBHUHBI B MOUE

A09.28.006 |MccrenoBanue ypoBHS KpeaTHHUHA B MOYE

A09.28.003  |Ompenenenue 6enka B Mo4e

Kunnuko-guarnocrudeckas gadoparopus

2.001 [A09.05.017 WccnegoBanue ypoBHSI MOUEBHHBI B KPOBH 1 uccaenoBaHue 270

2.002 [A09.05.020 VccnenoBanne ypoBHsI KpeaTHHIHA B KPOBH 1 uccnenosanue 260

2.003 [A09.05.011 VccnenoBanue ypoBHs aJibOyMHHA B KPOBU 1 uccnesoBanue 260

2.004 [A09.05.032 HccnenoBanue ypoBHS OOIIEro Kalblus B KPOBU 1 uccnenosanue 260

2.005 [A09.05.026 VccneoBanme ypoBHS X0JIECTEpHUHA B KPOBH 1 uccnenosanue 270

2.006 [A09.05.018 HccnenoBanne ypoBHSI MOYEBOM KUCIIOTHI B KPOBU 1 uccnesoBanue 280

2007 |A09.05.033 HccnenoBanue ypoBHS Heopranuieckoro ¢gocgdopa B | HecHeoBaHME 250
KpPOBH

2.008 [A09.05.023 VccnenoBanne ypoBHs ITIIOKO3bl B KDOBH 1 uccnenoBanue 250

2.009 |A09.05.042 Onpezenenne akmBROCTH 1 uccreoBanue 270
aJJaHMHAMUHOTpaHcdepassl B KPOBU

2.010 |A09.05.041 Onpenererne akTsRoCTH 1 uccreoBanue 270
acrapTaTaMHHOTpaHCc(epasbl B KPOBU

2.011 [A09.05.021 UccnenoBanue ypoBHs o01miero OunupyouHa B KpoBHU [ 1 uccnenosanue 260

2012 |A09.05.022 HccnenoBanue ypoBHsI CBOOOJHOTO M CBA3aHHOTO T 260
OunMpyOrHa B KPOBU

2013 |A09.05.127 HccnenoBanue ypoBHs OOIIEro MarHusi B CBIBOPOTKE T 280
KpPOBH

2.014 |A09.05.025 HccnenoBanue ypoBHS TPUTIIMLIEPUIOB B KPOBU 1 uccnenoBanue 280

2.015 [A09.05.010 HccnenoBanue ypoBHs 00111ero Oeska B KpOBU 1 uccaenoBanme 270

2.016 B03.016.003 Obmpi (KHI{HquCKHH) aHaisa KposH 1 uccrnenoBanue 430
Pa3BEpPHYTHIN

2017 |A09.05.039 OmpeneneHne aKTUBHOCTH JIAKTATIETUAPOTeHa3bl B 1 HoceoRAmHS 260
KPOBH

2018  |A09.05.206 HccnenoBanne ypoBHS HOHU3UPOBAHHOTO KaJIbIIHS B 1 HoceoRAmHS 240

KpOBH




I/ICCJIG,Z[OBaHI/Ie YPOBHA HOHHU3WPOBAHHOI'O KaJIbIIUA,

2.019 MOHU3UPOBAHHOT'O HOPMAIM30BAHHOTO KAJIBIIHS, 1 uccnenosanne 240
KaJIvsl, HAaTPUs ¥ XJIOPUJIOB B KPOBU

2020  |A09.05.009 HccnenoBanue ypoBHsi C-peakTHBHOTO OejIKa B 1 MoceonamHS 320
CBIBOPOTKE KPOBH

2021 |A09.05.046 HccnenoBanue ypoBHs IEI0YHOM (ocdaTassl B 1 MoceonamHS 280
KpPOBH

2022  |A09.05.044 OmnpeneneHne akTHBHOCTH FraMMa- 1 MoceonamHS 390
TIII0TaMIJITpaHC(epasbl B KPOBH

2.023 [A09.05.007 HccnenoBanue ypoBHs jKeje3a CBIBOPOTKH KPOBU 1 uccnenopanue 330

2024 |A12.05.011 HccnenoBaHue xene30CBI3bIBAIONICH CIIOCOOHOCTH | sHoc e oRAmHS 330
CBIBOPOTKH

2.025 [A09.05.043 Omnpenenenne akTHBHOCTH KPEaTHHKUHA3HI B KPOBH | | uccienoBanue 500

2026 |A09.05.177 HccnenoBanre ypoBHs/aKTUBHOCTH M30()epMEHTOB 1 sHoc e oRAmHS 430
KpPCaTUHKHUHA3bI B KPOBH

2027 |A12.05.001 HccnenoBanue CKOPOCTH OCEIaHUs S3PUTPOIIUTOB | sHoc e oRAmHS 240
(COD)

2.028 [A09.05.045 OmnpeneneHne akTHBHOCTH aMUJIa3bl B KPOBH 1 uccnenosanue 390
Omnpenenenue aHTUTEN K OJIETHON TpemoHEMe

2029 |A26.06.082.001 (Treponema pallidum) B HETpenOHEMHBIX TecTax | ucenenonanHe 308
(RPR, PMII) (kauecTBEHHOE U MOTYKOINYECTBEHHOE
HCCIIEIOBaHKE) B CBIBOPOTKE KPOBU

2.030 |B03.016.006 OO6muit (KTMHUYECKUN) aHATTU3 MOYH 1 uccnenosanue 330

2.031 (B03.016.014 HccnenoBanre Moun MeTo1oM HeunmopeHnko 1 uccnenoBanme 340

2.032 [A09.28.009 WccnegoBanue ypoBHSI MOUEBHHBI B MOYE 1 uccnenoBanue 260

2.033 [A09.28.006 VccneoBanme ypoBHSI KpeaTHHIHA B MOYe 1 uccnenoBanue 250

2.034 [A09.28.003.001 [Omnpenenenue anpbymuHa B Moue 1 nccresioBanue 250

2.035 [A09.28.012 HccnenoBanvie ypoBHS KaIbIHS B MOYE 1 uccnenoBanue 250

2.036 [A09.28.027 Omnpenenenne akTUBHOCTH ajb(a-aMHIa3bl B MOUe 1 uccnenosanue 340

2.037 |A09.28.010 HccnegoBanue ypoBHS MOUEBOU KUCIIOTHI B MOUE 1 uccnenoBanue 270

2.038 [A09.28.026 VccnenoBanue ypoBHs dochopa B Moue 1 nccresioBanue 240

2.039 [A09.28.011 HccnenoBanre ypoBHS TIIIOKO3BI B MOYE 1 uccnenoBanue 240

2.040 |[A09.28.003 Omnpenenenue 6emka B Moue 1 uccnenoBanue 250
Omnpenenenue anturena SARS-COV-2 (COVID-19

2.041 AG) nummyHOXpomarorpaguyeckium MeTo0M B 1 uccnesoBanue 2530
Ma3Ke HOCOTJIOTKH (9KCIPECC-TECT)
Omnpenenenue anturena SARS-COV-2 (COVID-19

2.042 AG) nmmyHOXpoMaTorpaudeCKUM METOJIOM B 1 uccnenosanue 2530
KpOBH (9KCIIPECC-TECT)

A12.05.005 Omnpenenenne OCHOBHBIX Tpyni 1o cuctreme ABO

Omnpenenenue antureHa D cuctemsr Pesyc (pesyc-

2.043 |A12.05.006 1 uccnemoBanue 480
dbaxTop
Omnpenenenue penorumna no antureHam C, ¢, E, e,

A12.05.007.001

C" Kk

Otaenenne QyHKIMOHATBHON U YIbTPa3BYKOBOM INATHOCTHKH




yJ'IBTpa3BYKOBOC HCCICOOBAHUC ITIOYCK U

3.001 A04.28.001 1 uccnenopanue 1000
HAJMOYEUYHHUKOB

3.002 A04.16.001 VY 1bTpa3ByKoOBO€ HUCCIIEIOBaHIE OPraHOB OPIOIIHON 1 MoceonamHS 1430
MOJIOCTH (KOMITJIEKCHOR)

3.003 A04.22 001 VY 1bTpa3ByKoOBOE HUCCIEI0BAaHUE IIUTOBUIHON 1 MoceonamHS 790
KeJe3bl

3.004 A04.22 003 VY 1bTpa3ByKoOBOE UCCIIEI0BAHUE MAPAIIUTOBUIHBIX 1 MoceonamHS 790
xKeles

3.005 A04.09.001 VY IbTpa3ByKoOBOE HCCIIEI0BAaHUE IIIEBPAIbHOMN 1 MoceonamHS 790
MIOJIOCTH

A05.10.004 PacmmdpoBka, onrcanue u HHTEPIIPETALIUS
3.006 ANEeKTpoKapaAnorpadudecKux JaHHBIX 1 uccnesoBanue 750
A05.10.006 |Perucrpanus 351eKTpOKapAUOTPAMMBI

3.007 A04.10.002  |9xoxkapauorpadus 1 uccnesoBanue 1750

3.008 A04.01.001 VY IbTpa3ByKOBOE HUCCIIEIOBAaHUE MIATKUX TKaHEH | Hoc e oRAmHS 770
(o1Ha aHATOMUYECKast 30HA)

3.009 A04.07.002 | YapTpa3ByKOBOE UCCIICOBAHHE CITFOHHBIX JKeJe3 1 uccnenoBanue 720

3.010 A04.06.002 VY apTpa3ByKoBOE UCCIIEIOBaHUE TUM(DATUUECKUX | neenenoBanHe 790
y3JI0B (0JIHAa AaHATOMUYECKast 30Ha)

3.011 | A04.28.002.003 |YabTpa3ByKOBOE UCCIIEOBAHHE MOUYEBOTO MY3bIpPs 1 uccnepoBanue 660

3012 | A04.12.001.001 YJ'IBTpaSByKS)BaSI Jomnrmieporpadus apTepuil HIDKHUX | HeCTeToBaHME 1130
KOHEYHOCTEH

3013 | A04.12.002.002 YJ'IBTpaSByKS)BaSI nonuieporpadusi BEH HUKHUX | HeCTeToBAHME 1280
KOHEYHOCTEH

3014 | A04.12.003,002 |[WIVICKCHO® CKAMHPOBAHHE OPIOIIHOTO OTACAA | ) onae 1160
aopTBhI, MOJIB3/IOIIHBIX U OOIIMX OeAPEHHBIX apTepuit

3.015 A04.12.001 Y AbTpasByKoBas Llonljneporpacpnﬂ aprepuHt 1 uccnenosanue 950
BEPXHUX KOHEYHOCTEH

3016 | A04.12.002.003 YHBTpaSBYKE)BaSI Joruieporpadusi BeH BEpXHUX T 1100
KOHEYHOCTEH

3.017 AO4.12.005 JlyriekcHoe CKaHI/IPOBaHI/IE: cocyJoB (apTepuii u T 1130
BEH) BEPXHUX KOHEYHOCTEH

KoHCYIbTATHBHO-IMATHOCTHYECKAS MOJMKJIHHUKA

4.001 BO1.025.001 [Tpuem (ocivap, KOHCYJIbTaIMs) Bpaua-Hedposora | ocementte 1500
MIEPBUYHBIN

4.002 BO1.025.002 [Tpuem (ocivap, KOHCYJIbTaIMs) Bpaua-Hedposora | Hocementte 1100
TTOBTOPHBIH

4.003 BO1.025.001 [Tpuem (ocivap, KOHCYJIbTaIMs) Bpaua-Hedposora | ocementte 9700
NEPBUYHBIN, (KaHAUIAT MEJI. HAYK)

4.004 BO1.025.002 [Tpuem (ocivIOTp, KOHCYJIbTAIMs ) Bpada-Hedpoiora I ocementte 2000
MTOBTOPHBIN, (KaHIUIAT MEI. HAyK)

4.005 BO1.025.001 [Tpuem (ocivIOTp, KOHCYJIbTAIMs ) Bpada-Hedpoiora I mocementte 1750
TIEPBUYHBIH (J1€TH)

4.006 BO1.025.002 [Tpuem (ocivIOTp, KOHCYJIbTAIMs ) Bpada-Hedpoiora I mocementte 1350
TTOBTOPHBIN (I€TH)

4007 BO1.057.001 [Tpuem (ocivIOTp, KOHCYJIBTAIIMS ) Bpada-Xupypra I mocementte 1500
MIePBUYHBII

4.008 BO1.057.002 [Tpuem (ocMOTp, KOHCYIBTAIUS) Bpada-xupypra I mocementte 1100

TMOBTOPHBIN




4.009

B01.058.001

[Ipuem (ocMOTp, KOHCYJIbTALIMS) Bpaya-
SHAOKPUHOJIOTA NEPBUYHBIH

1 mocereHue

1500

4.010

B01.058.002

[Ipuem (ocMOTp, KOHCYJIbTALIMS) Bpaya-
SHAOKPUHOJIOTa MOBTOPHBIN

1 mocereHue

1100

4.011

B01.047.001

[Ipuem (ocMOTp, KOHCYJIBTAIIMSI) Bpaua-TeparneBTa
TEPBUYHBIN

1 mocereHue

1500

4.012

B01.047.002

[Ipuem (ocMOTp, KOHCYJIBTAIIMS) Bpaua-TeparneBTa
TMOBTOPHBIN

1 mocereHue

1100

CranmoHap (KpyrjocyTo4Hblii U THeBHOI) HedpoJiornyeckoro npoguist

5.001

B01.025.003

E>ketHeBHBIN 0CMOTpP BpauyoM-HE(hPOIOToM ¢
HAOJIOCHNEM B YXOJIOM CPEIHEr0 ¥ MIIaIIIEeTO
MEIUIMHCKOTO NIEPCOHAa B OTJCIICHUH CTallHoHapa
(onuH neHb npeObIBaHMs B KPYTJIOCYTOUHOM
cTanmoHape 0e3 yueTra MeTMKaMEHTOB,
00CIIeIOBaHMI U TUTAHU)

1 KOHMKO-IEHD

2640

5.002

B01.025.003

EsxenHeBHBIN 0ocMOTp BpauyoM-He(hpOIOroM ¢
HaOII0/IEHUEM U YXOJ0M CPETHET0 U MIIAIIIETO
MEIHUIIMHCKOTO MepCoHaa B OTAEICHUH CTallMOHapa
(omuH neHb npeObIBaHMs B KPYTJIOCYTOYHOM
CTallMOHAPE B COMPOBOKICHUH YXaKUBAIOLIETO, 0e3
y4eTa MeTUKaMeHTOB, 00CIIeJOBAHUN U TTUTAHMS])

1 KoiiKO-IEeHb

3190

5.003

CoBMecTHOE KPYTJIOCYTOYHOE IpeObIBaHHE C
NAIMEHTOM B CTallMOHAPE ISl OCYLIECTBICHUS
yX0Jia 32 HUM

1 KOHMKO-IEHD

330

5.004

B01.025.003

ExenneBHBII 0OCMOTp BpauoM-HE(HPOJIOTOM ¢
HaOJII0JIEHUEM U YXOJ0M CPEIHETO U MIIAIIIETO
METHUIIMHCKOTO TIEpCOoHaja B OT/IEJICHUHU CTallMOHapa
(omuH neHb peObIBaHMS B JHEBHOM CTAaI[HOHAPE,
0e3 yueta MEMKaMEHTOB, 00CIIeIOBAaHUN U TUTAHUS

)

1 manueHTO-I1eHb

1430

5.005

A25.28.002

Haznauenue nueTndeckoro nuTaHus npu
3a00JIeBaHUAX TTOYEK U MOYEBBIICIUTEIHLHOTO
TpakTa

1 menn

440

5.006

B01.025.003

E>xeHEeBHBIN 0CMOTp BpauyoM-He(poIorom ¢
HaAOJIOCHNEM U YXOJIOM CPEAHEro ¥ MJIa/ILIero
MEIUIMHCKOTO NEpCOHaja B OTAEIEHUH CTallloHapa
(onuH neHb NpedbIBaHUs B KPYIJIOCYTOYHOM
CTAMOHApe ¢ y4eTOM MeJHKAMEHTOB,
00cJIe10OBAHMIL M IUTAHUS;

JUTUTEIbHOCTD JieueHusi — 8 K/Heii)

1 KoiiKO-/EeHb

59125

Cranmnonap (KpyrJiocyTOYHbINH H JHEBHOI) XHPYPru4ecKoro npogus

6.001

B01.057.005

E>xenHeBHBIN OCMOTpP BpauOM-XHPYPIOM C
HaOJIOCHNEM U YXOJIOM CPEAHEr0 ¥ MIIa/ILIEeTO
MEJULUHCKOTO IIEPCOHAsa B OTIEICHUU CTallMOHapa
(oauH AeHb TPeOBIBaHUS B KPYTJIOCYTOUHOM
cTalMoHape, 6e3 yuera MeIMKaMeHTOB,
o0cieToBaHUI ¥ MUTAHUS )

1 KoitKO-ICHb

2860




6.002

B01.057.005

E>xenHeBHBIN OCMOTpP BpauOM-XHPYPIOM C
HaOJIIOICHUEM U YXOJIOM CPEIHETO U MIIAJIIIETO
MEIMIMHCKOrO IIEPCOHAA B OTACIECHUH CTalOHapa
(oauH AeHb PEOBIBAaHUS B KPYTJIOCYTOUHOM
CTaLlMOHAPE B CONIPOBOXKICHUN yXaKUBAIOLIEro, 0e3
ydyeTa MeIMKaMeHTOB, 00CIeIOBAaHUN U TIUTAHUS])

1 KoitKO-IEeHb

3410

6.003

COBMECTHOE KPYIJIOCYTOYHOE MTPEObIBAHUE C
NAIUEHTOM B CTAl[IOHAPE ISl OCYILECTBICHUS
yX0J1a 32 HUM

1 KoiiKO-IeHb

330

6.00.4

B01.057.005

EskeIHEeBHBII OCMOTp BPa4yOM-XUPYPIOM C
HAOJIIOZICHUEM M YXOJIOM CPEIHEr0 U MIIAJIIIECTO
MEIUIMHCKOTO TIEPCOHANA B OTICICHHH CTallMOHapa
(oauH 1eHb IPEOBIBAHKS B THEBHOM CTaI[OHApE,
0e3 yueTa MeIMKaMEHTOB, 00CIICIOBAaHUN U
TTUTAHMS)

1 marnueHTo-aeHb

1650

6.005

A25.30.009

HaznadeHue queTH4ecKoro MUTaHus B
ITOCJICOIICPALIMOHHOM IICPUOAC

1 menn

440

6.006

B01.057.005

ExxenHeBHBIN OCMOTpP BPadyOM-XHPYPIOM €
HAOJIIOCHNEM B yXOJIOM CPEAHEr0 ¥ MIIaIIIEeTO
MEIUIIMHCKOTO NEPCOHaja B OT/AEJIEHUH cTalloHapa
(onuH 1eHb NPeObLIBAHNUS B KPYTJIOCYTOYHOM
CTALMOHAPE C y4eTOM MeUKAMEHTOB,
00c/1e10BAHNI ¥ MUTAHUS,

MJIATEIBLHOCTD JeueHus — 4 k/aus

1 KOHMKO-IEHD

5370

CranuoHap (1HeBHOIi) TepaneBTHYeCKOro npopu.s (6e3 yuera MeMKaMEHTOB

Y TIUTaHUS )

,00cne10BaHuH

7.001

B01.047.009

E>xeHEeBHBII OCMOTP BPauOM-TEPANIEBTOM C
HaOJI0ICHUEM U YXOJIOM CPEAHEro U MJIa/IlIero
MEIMIMHCKOTO NEPCOHaa B OTAEICHUH CTallnOHapa
(B THEBHOM cTallMoHape 2 yaca ¢ HeMpepbIBHBIM
BHYTPUBEHHBIM BBEJICHUEM JIEKAPCTBEHHBIX
IIpenapaToB)

1 marnueHTo-AeHb

690

7.002

B01.047.009

ExenHeBHEBIN OCMOTpP Bpa4OM-TCpaIriCBTOM C
Ha6J'IIO,Z[CHI/ICM " yXOI0M CPEAHECTO U MJIAJIICTO
MCIUIIUHCKOI'O ICPCOHAJIAa B OTACJICHUHN CTallHOHApa
(B JAHCBHOM CTAallMOHAPC 3yacac HETIPCPBIBHBIM
BHYTPUBCHHBIM BBCACHHUECM JICKAPCTBCHHBIX

1 manueHTO-1eHb

950

7.003

B01.047.009

E>xeHEeBHBII OCMOTP BPauOM-TEPATIEBTOM C
HaAOJIOCHNEM U YXOJIOM CPEAHEro U MJIa/IIero
MEIUIMHCKOTO NEpCOHaja B OTAEJIEHUH CTallloHapa
(B IHEBHOM cTanMoHape 4 yaca ¢ HENPEPBbIBHBIM
BHYTPUBEHHBIM BBEJICHUEM JIEKAPCTBEHHBIX
IIpenapaToB)

1 manueHTO-EHD

1210

7.004

B01.047.009

ExeaHeBHBIN OCMOTpP BPauOM-TEPAIIEBTOM C
HaAOJIOCHNEM U YXOJJOM CPEAHEr0 ¥ MIIa/ILIEeTo
MEJULUHCKOTIO IIEPCOHAsa B OTIEICHUU CTallMOHapa
(B IHEBHOM CTallMOHApe 5 4YacoOB C HENPEPBIBHBIM
BHYTPUBEHHBIM BBEJICHUEM JICKAPCTBEHHBIX
IIpenapaToB)

1 mamueHTo-AeHb

1470




EsxenHeBHBII OCMOTP BPauOM-TEPareBTOM C
HaOJI0/IEHUEM U YXOJ0M CPETHET0 U MIIAIIErO
MEIHUIIMHCKOTO MepCoHaja B OT/AEICHUH CTallnOHapa

B01.047.009 1 nauenTo-neHp 1730
(B IHEBHOM CTaIlMOHApE 6 YaCOB C HETPEPHIBHBIM
7.005 BHYTPHUBEHHBIM BBEJICHUEM JICKAPCTBEHHBIX
MpenaparoB)
7030 Ha3nauenue queTnyeckoro MUTaHUs MalueHTaM B | et 440
JTHEBHOM CTaI[IOHAPE TEPAeBTUYECKOTO Mpodus
Xupypruueckue onepanuu
Karetepuszamus moaKIFOYNYHON U IPYTUX
8.001 | A11.12.001.006 |HCHTPAIBHBIX BEH C HCMIONbL30BAHAEM | onepans 39450
JBYXIIPOCBETHOT'O MAH)KETOYHOTO TYHHEIBHOTO
Karerepa (AJIMTENBHOTIO CTOSHUSA)
Karerepuszamus moaKIIOUYNYHON U IPYTUX
8.002 | A11.12.001.005 |HCHTPAIBHBIX BEH C HCMIONb30BAHAEM | onepans 20240
JBYXIIPOCBETHOTO KaTeTepa (KpaTKOBPEMEHHOTO
CTOSIHUS)
8.003 | A11.12.015.001 VY naneHue AByXIpOCBETHOTO MaHKETOYHOTO | onepanms 5610
TYHHEJIbHOTO KaTeTepa (JUIMTEIbHOTO CTOSHHS)
8.004 | A11.12.015.002 VY naneHue IByXIpPOCBETHOTO IEHTPATBHOTO | onepans 5610
BEHO3HOTO KaTeTepa (KpaTKOBPEMEHHOTO CTOSTHHS)
8.005 Al16.12.033 |DopmupoBaHuEe apTepUO-BEHO3HOHN (PUCTYIIBI 1 oneparys 15070
dopmMupoBaHNe apTePHO-BEHO3HON
8.006 | A16.12.033.001 |¢uctyssl ¢ HCTIOIB30BAHHEM CHHTETHYECKOTO 1 onepauwst 70730
npoTesa
8.007 Al16.12.034  |3axpbiTHE apTEPUO-BEHO3HON (PUCTYIIbI 1 oneparys 14740
8.008 A16.12.074 VY naneHue cocyAuCTOro TpaHCIIaHTaTa | onepats 28380
(COCYIMCTOrO AOCTYIA) A7l TUaJIn3a
8.009 | A16.12.009.001 |TpoMOIKTOMHSI U3 COCYIUCTOTO MPOTE3a 1 onepanus 35090
8.010 TpoMOGIKTOMUS U3 apTEPUO-BEHO3HOM (PUCTYIIBI 1 oneparys 30250
8.011 A16.30.021 WmnnanTanus katerepa Ui HepuTOHEaIbHOTO | onepa 95590
JMaIn3a
8.012 A11.30.025 3aMeHa yUIMHUTEINS KaTeTepa Uil NePUTOHEAIbHOTO | oneparu 20900
JMaIn3a
8.013 A16.30.077  |Ynmanenue kaTerepa JUIl HEPUTOHEATEHOTO THATN3A 1 onepauus 18920
IIponenypHublii KabuHer
9.001 Al11.12.009 |B3sTe kpoBu u3 nepudepuyeckoil BEHbI 1 iporiestypa 250
9.002 A11.02.002 BHyTpuMbIIIeUHOE BBEJICHHE JIEKAPCTBEHHBIX | mpoteaypa 170
npernaparoB (6€3 yueTa CTOMMOCTH Ipenapara)
9.003 A11.12.003 BHyTpuBEeHHOE BBE/ICHHE JIEKAPCTBEHHBIX | mpoteaypa 930
npemapaToB (0e3 yueTra CTOMMOCTH Mpenapara)
9.004 A11.01.002 [Tonko)xHOE BBEJICHUE JIEKAPCTBEHHBIX MPETapaToB | mpoteaypa 170
(0e3 ydyera CTOMMOCTH IIpernapara)
HenpepbiBHOE BHYTpUBEHHOE BBE/ICHUE
9.005 | Al11.12.003.001 |nmexapcTBEHHBIX MpenaparoB (6€3 yueTa CTOMMOCTH 1 npouenypa 340
Ipenapara)
Ilpoune MeTHIMHCKHE YCJIYTH
Buorncus nouku moa KOHTPOJIEM YIbTPa3BYKOBOTO
1N NN1 A11 2Q NN1 NN1 HCCICIOBAHNA 1 rrrmaTAnarra 297NNN




ERVIAVIVNR MmMail.LVU.VVulL.VU L 1 rivwJivauvubpanriv YAy AViViv}

(uccnenoBanue 6uomarepuaina r.Cankr-IlerepOypr)

buoncus noyku noa KOHTPOJIEM yIbTPa3ByKOBOIO
10.002 [ A11.28.001.001.1 {uccnenoBanus 1 uccnenoBanue 10000
(uccnenoBanue duomarepuana r. CTaBponob)

10.003 | A18.05.002.002 |I'emoamain3 HHTEPMUTTHUPYIOMINNA HU3KOMOTOYHBII 1 ceanc 7200

I'emonanus UHTEPMUTTUPYIOLUI

10.004 | A18.05.002.001 N 1 ceanc 7500
BBICOKOIIOTOYHBIH

10.005 A18.05.011 I'emonnadunbTpanms 1 ceanc 7700

10.006 A18.05.001 |IIna3zmadepes 1 ceanc 4000

MennuunHckue ycJayru (JiabopaTopHble MccjieJ0BaHuA), BbINOIHsieMble B 1abdopaTopuu OO0 «IleHTp
KJInHU4Yeckoi papmakosaorum u papmaxkorepanum» (000 «HKDDy»)

BAKTEPUONOIMMYECKAA OUArHOCTUKA

Onpe.qeneHMe YyYBCTBUTEJIbHOCTU MUKPOOPraHM3mMoB

Onpegenexne 4yBCTBUTENBLHOCTM MUKPOOPraHM3MoB K bakTepunodaram

110601 (A26.30.006 np-sa ®ryr HMNO MukporeH

1 uccnemoBanne 300,00

Onpe,u,eneHme HYyBCTBUTENbHOCTU MUKPOOPraHM3MOB K aHTMMMKpOﬁHbIM

110604 |A26.30.004.001
XMMUOTEPaNeBTUYECKMM npenapartam AnCKO-AnddY3NOHHLIM METO0M

1 uccnenoBanue 500,00

Onpe,u,eneHme YyBCTBUTENBHOCTU MUKPOOPraHM3MOB K aHTMMMKpOﬁHbIM

110605 |A26.30.004.003 .
XMMUOTEpaneBTUYECKM NnpenapaTam MeToIoM pasBeaeHNI

1 uccnenoBanue 500,00

BakTepuonormyeckui noceB Moun*

Mwukpobuonoruyeckoe (KynbTypanbHOe) uccrnefoBaHme MoYm Ha
110100 |A26.28.003 aspobHble 1 haKynbTaTMBHO-aHa3POOHbIE YCMOBHO-MATOreHHbIE 1 uccnenoBanue 600,00
MWUKPOOPraHn3Mbl

BeideneHue mukpoopaaHusmos: SHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.),Cmagpunokokku (Staphylococcus spp.), CuHezHolHas
nanoyka (Pseudomonas aeruginosa), 9Hmepobakmepuu (Enterobacteriaceae): KuweyHas
nanouyka (Escherichia coli), lMpometl (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella)

Mwukpobuonoruyeckoe (KynbTyparnbHoe) UccrneaoBaHne oTAenseMoro n3
ypeTpbl (Mo4a) Ha ypeanna3my ypeanutukym (Ureaplasma
urealyticum), Mukonnaama xomuHuc (Mycoplasma hominis),
Mwukonnasma reHutanuym (Mycoplasma genitalium)

110200 |A26.21.004 1 mccnemoBanne 800,00

Bbidenerue mukpoopeaaHusmos: Mukonnasma xomuHuc (Mycoplasma hominis), Mukonnasma
2eHumanuym (Mycoplasma genitalium), Ypeannasma ypeanumukym (Ureaplasma urealyticum).

MVIKpOGVIOJ'IOFVI"IECKOG (Kyanypaanoe) nccnegosaHue ocagka Mmo4vu

110400 |A26.28.007
Ha ApOXokeBble rpubbl

1 nccnemoBanue 400,00

Bbidenerue mukpoopeaHuamos: KaHduda anbbukarc (Candida albicans), KaHduda kpyseu

(Candida krusei), KaHouda mponukanuc (Candida tropicalis) 1 HCCJICIOBAHNC

BakTtepuonoruyeckas guarHoctuka (buomarepuman - MOJOKO)

Mukpobuonoruyeckoe (KynbTyparnbHOe) UCCrefoBaHne rpyaHoro
111000 |A26.30.009 MOJIOKa Ha asapobHble 1 hakynbTaTUBHO-aHa3pPOOHbIe 1 uccnemoBanue 1000,00
MWKPOOPraHn3mbl

BobideneHue mukpoopeaaHusmos: SHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.),Cmagpunokokku (Staphylococcus spp.), CuHezHolHas
nanoyka (Pseudomonas aeruginosa), 9Hmepobakmepuu (Enterobacteriaceae): KuweyHas
nanoyka (Escherichia coli), lpometli (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella)

OnpegeneHne CTPeNTOKOKKa B 3eBe™

BaKTepVIOJ'IOI'VILIeCKOG nccnegoBaHue otaendemMoro U3 3eea Ha

A26.08.015 A (Strept: .A), O
112000 cTpenTokokk rpynnbl A (Streptococcus gr. A), Onpegenexue T T —. 600,00
A26.30.004.001 YYBCTBUTENBHOCTU MUKPOOPraHN3MOB K aHTUMUKPOGHbLIM
XMMMOTEpaneBTUYECKUM npenapaTam AUCKo-AnddYy3NOHHbIM METOAOM
112100 |A26.08.015 BakTepuonornyeckoe nccneposaHne oTAeNseMoro n3 3eBa Ha 1 HecnenoBane 370,00
CTPenTOKOKK rpynnbl A (Streptococcus gr. A)
Mwukpo6uonoruyeckoe (KynbTyparnbHOe) uccrieqoBaHue cnusu ¢
112102 |A26.08.005 MWUHAANVH 1 3aaHeN CTeHKU rMoTku (Ma3ok U3 3eBa) Ha adpobHble n 1 HecnenoBane 370,00

hakynbTaTMBHO-aHa3apobHble MUKpoopraHuambl (Staphylococcus
aureus)




112400

A26.08.005, A26.07.006

Mukpo6uonoruyeckoe (KyrnbTyparbHOe) UCCregoBaHe CRu3m ¢
MWHAANVH 1 3afHel CTeHKU FNOTKM (Ma3oK U3 3eBa) Ha aapolbHble 1
hakynbTaTMBHO-aHa3POBHbIE MUKPOOPraHU3Mbl, MUKPOGUONOrMyeckoe
(kynbTypanbHOe) uccrnefoBaHMe cocko6a MosIoCTU pTa Ha APOXOKEBbIE
rpuGsl

1 nccnemoBanme

1100,00

BbideneHue MukpoopeaaHu3mos: Cmpenmokokku (Streptococcus spp.), CmaghunoKokku
(Staphylococcus spp.), AuuHemobakmep (Acinetobacter spp.), lfemogpunsHas nanoyka
(Haemophilus influenzae), Mopakcenna kamapanuc (Moraxella catarrhalis), CuneaHoliHas
nanoyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweyHasi
nanoyka (Escherichia coli), lMpometi (Proteus vulgaris), Kne6cuenna (Klebsiella), Kanouda
ansbukaHc (Candida albicans), KaHOuda kpy3eu (Candida krusei), KaHouda mponukanuc
(Candida tropicalis)

112300

HeT

OnpepeneHne pecnupaTopHbIX MUMKONNa3m (Ma3ok 13 3eBa)*

—_

HUCCIICA0OBAHUC

600,00

*8 cry4yae ebl0eneHusi MukpoopaaHuama 6ydem npousgedeH nod6op NPoMuUEOMUKPOBHbIX
npernapamos

BbideneHue mukpoopeaHuamos: Mukonnasma nHeemoHue (Mycoplasma pneumoniae)

112310

A26.07.006

Mwukpobuonoruyeckoe (KynbTyparnbHOe) uccrefoBaHne cockoba
nonocTu pTa (Masok u3 3eBa) Ha APOXKEBble rpubbl (kaHAMAbI)

—_

HCCICOAOBAHUEC

400,00

BbideneHue mukpoopeaHusmos: KaHduda anbbukarc (Candida albicans), KaHduda kpy3seu
(Candida krusei), KaHOuda mponukanuc (Candida tropicalis)

112103

A26.08.006

Mwukpo6uonoruyeckoe (KynbTyparnbHOe) uccrnegoBaHme CMbIBOB U3
OKOJTOHOCOBbIX NONOCTeN (Ma3ok U3 Hoca) Ha aspobHbIe U
hakynbTaTMBHO-aHa3pobHble MUKpoopraHuambl (Staphylococcus
aureus)

—_

HUCCICOAOBAHUEC

600,00

Bbidenerue mukpoopaaHuamos: Cmaghunokokk aypeyc (Staphylococcus aureus)

113300

A26.08.006

Mukpobuonornyeckoe (KynbTypanbHoOe) NccrneaoBaHue CMbIBOB U3
OKOJTOHOCOBbBIX MONOCTEN (Ma3oK U3 Hoca) Ha aspobHble un
aKynbTaTMBHO-aHa3POOHbIE MUKPOOPraHN3Mbl

—_

HCCJICIOBAHUC

1100,00

BbideneHue mukpoopeaaHuamos: Cmpenmokokku (Streptococcus spp.), CmaghunoKokku
(Staphylococcus spp.), AuuHemobakmep (Acinetobacter spp.), lemoghunbHas nanoyka
(Haemophilus influenzae), Mopakcenna kamapanuc (Moraxella catarrhalis), CuneaHoliHas
nanoyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweuyHas
nanoyka (Escherichia coli), lpometi (Proteus vulgaris), Knebcuenna (Klebsiella)

113501

A26.08.009

Mukpobuonoeuyeckoe (KynbmyparnbHoe) uccredosaHue
HOCO02/10MOYHbIX CMbIB08 (Ma30K U3 HOca) Ha OpoXKeeble epubbl

—_

HUCCICOA0OBAHUEC

400,00

*8 criyqae ebl0esieHUs1 MUKpoopaaHu3ma 6ydem npoussedeH nodbop npomusozpubKosbix
npenapamos

—_

HUCCICA0OBAHUC

Bbidenerue mukpoopeaaHuamos: KaHduda anbbukarc (Candida albicans), KaHduda kpyseu
(Candida krusei), KaHouda mponukanuc (Candida tropicalis)

—_—

HCCJICIOBAHUC

114000

A26.09.010, A26.09.029

Mwukpobuonoruyeckoe (KynbTypanbHOe) uccrnefoBaHme MOKpPOThI Ha
aspobHble 1 haKynbTaTUBHO-aHa3POOHbIE MUKPOOPraHU3Mbl,
MuKpobronormyeckoe (KynbTypanbHOe) nccnefoBaHne MOKpPOThbI Ha
ApOXoKkeBble rpubsl

—_—

HCCJICIOBAHUC

1350,00

*8 cryyae ebi0eneHus1 MukpoopaaHudma bydem rpoussedeH Nod6op MPOMUSBOMUKPOBHbIX U
pomueo2pubKosbIX npenapamos

BobideneHue mukpoopeaaHusmos: Cmpenmokokku (Streptococcus spp.), CmaghunoKokku
(Staphylococcus spp.), AuuHemobakmep (Acinetobacter spp.), lemogunbHas nanoyka
(Haemophilus influenzae), Mopakcenna kamapanuc (Moraxella catarrhalis), CuneaHoliHas
nanoyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweuyHas
nanoyka (Escherichia coli), lMpometi (Proteus vulgaris), Knebcuenna (Klebsiella), Kanouda
ansbukaHc (Candida albicans), KaHOouda kpy3eu (Candida krusei), KaHOuda mponukanuc
(Candida tropicalis)

114103

A26.09.006

Mwukpobuonoruyeckoe (KynbTypanbHOe) uccrnefoBaHme MOKpPOThI Ha
mukonnasmy (Mycoplasma pneumoniae)

1 nccnemoBanue

600,00

*g crlyyae ebl0eneHus1 MukpoopaaHuama bydem npousgedeH nod6op NPoMUEOMUKPOBHbIX
npernapamos

Bbidenerue mukpoopeaaHuamos: Mukonnasma nHeemoHue (Mycoplasma pneumoniae)

114101

A26.09.029

MukpoBuronoruyeckoe (kynbTyparibHoe) UccriejoBaH/e MOKPOTbI Ha
APOXOKEBble rpubhbl

1 uccnemoBaune

400,00

*8 cry4ae 8bl0ernieHuUs1 MUKpoopeaHudma 6ydem npoussedeH noobop
rpomuepubKosbIX rpenapamos

Bbidenerue mukpoopeaHuamos: KaHduda anbbukarc (Candida albicans), KaHduda kpyseu
(Candida krusei), KaHouda mponukanuc (Candida tropicalis)

114200

A26.07.012, A26.07.006

Mwukpo6uonoruyeckoe (KyrnbTyparbHOe) UccrneaoBaHue oTAeNseMoro u3
nonocTu pTa (AecHeBON KapmaH), M1uKkpobronoruyeckoe
(kynbTypanbHoe) uccrnegoBaHue cockoba NonocTv pTa Ha ApoXoKeBble
rpubbl

1 ucciemoBanue

900,00

*g criy4qae ebldeneHusi MukpoopaaHuama bydem npousgedeH Mod60p MPOMUBOMUKPOBHbIX U
pomugo2pubKoebIX penapamos

BbideneHue mukpoopeaaHusmos: Cmpenmokokku (Streptococcus spp.), CmaghunoKokku
(Staphylococcus spp.), AuuHemobakmep (Acinetobacter spp.), lemogpunbHas nanoyka
(Haemophilus influenzae), Mopakcenna kamapanuc (Moraxella catarrhalis), CuneaHoliHas
nanoyka (Pseudomonas aeruginosa), dHmepobakmepuu (Enterobacteriaceae): KuweuyHas
nanoyka (Escherichia coli), lpometi (Proteus vulgaris), Kne6cuenna (Klebsiella), Kanouda
ansbukaHc (Candida albicans), KaHOuda kpy3eu (Candida krusei), KaHOuda mponukanuc
(Candida tropicalis)




114300

A26.07.012, A26.07.006

MukpoGuronoruyeckoe (KynbTyparbHoe) NccreJoBaHe OTAEeNseMoro
M3 NOMOCTU pTa, MUKPOGHONOrnyeckoe (KynbTyparnbHoe)
uccnepoBaHue cockoba NonocTy pra Ha ApOXKEBbIE rPUGHI

1 nccnemoBanne

900,00

*8 criyyae ebl0enieHUsi MukpoopaaHudma 6ydem npoussedeH nod6op npomMu8OMUKPOBHBLIX U
PomMue02pubKo8LIX Mpenapamos

BbideneHue mukpoopeaHuamos: Cmpenmokokku (Streptococcus spp.), CmaghunoKokku
(Staphylococcus spp.), AyuHemobakmep (Acinetobacter spp.), lemogbunbHasi nanoyka
(Haemophilus influenzae), Mopakcenna kamapanuc (Moraxella catarrhalis), CuHe2HoUHas
nanoyka (Pseudomonas aeruginosa), dHmepobakmepuu (Enterobacteriaceae): KuweyHas
nanoyka (Escherichia coli), lpomel (Proteus vulgaris), Kne6cuenna (Klebsiella), KaHduda
anbbukaHc (Candida albicans), KaHouda kpy3eu (Candida krusei), KaHOuda mponukanuc
(Candida tropicalis)

114400

A26.07.012, A26.07.006

Mwukpobuonoruyeckoe (kynbTypanbHoe) UccrefoBaHe oTaensieMmoro
13 nonocTu pTa (cnu3ucras fA3bika), MUKpobronormyeckoe
(KynbTypanbHoe) nccrnegoBaHue cockoba NonocTy pTa Ha ApoXoKeBble
rpmobI

1 nccnemoBanue

900,00

*8 criyqae ebl0enieHUsi MukpoopaaHudma 6ydem npoussedeH nodbop npomu8oOMUKPOBHBLIX U
POMUB02PUBKOBLIX Mpenapamos

BbideneHue mukpoopeaaHuamos: Cmpenmokokku (Streptococcus spp.), CmaghunoKokku
(Staphylococcus spp.), AuuHemobakmep (Acinetobacter spp.), llemogunbHas nanoyka
(Haemophilus influenzae), Mopakcenna kamapanuc (Moraxella catarrhalis), CuHe2HoUHasi
nanoyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweuHas
nanouyka (Escherichia coli), lMpomel (Proteus vulgaris), Kne6cuenna (Klebsiella), KaHduda
ansbukaHc (Candida albicans), KaHOuda kpy3eu (Candida krusei), KaHOuda mponukanuc
(Candida tropicalis)

114801

A26.07.006

Mwukpobuonoruyeckoe (KynbTyparnbHOe) uccriefoBaHne cockoba
NnonocTu pTa Ha APOXOKEBbIE rpmbbl

1 uccnemoBanue

400,00

*8 criyyae ebl0esnieHUsi MukpoopaaHu3ma 6ydem npoussedeH nod6op npomuepubKosbix
npenapamos

BbideneHue mukpoopeaHuamos: KaHduda anbbukarc (Candida albicans), KaHduda kpy3seu
(Candida krusei), KanOuda mponukanuc (Candida tropicalis)

115000

A26.26.004

Mwukpobuonoruyeckoe (KynbTypanbHOe) uccnefoBaHne oTAeNnsemMoro
KOHBIOHKTUBbI Ha adpobHble 1 hakynbTaTUBHO-aHadPOOHbIE YCIIOBHO-
naToreHHble MUKPOOPraHU3Mmbl

1 nccnemoBanne

750,00

*8 cryyae ebi0eneHus1 MukpoopaaHuama bydem npoussedeH nod6op NPoMUEOMUKPOBHbIX
npernapamos

Bobi0eneHue mukpoopaaHu3mos: Cmpenmokokku (Streptococcus spp.), CmaghunoKokku
(Staphylococcus spp.), CuHezHolHas nanoyka (Pseudomonas aeruginosa), dHmepobakmepuu
(Enterobacteriaceae): KuweyHas nanoyka (Escherichia coli), [pomet (Proteus vulgaris),
Knebcuenna (Klebsiella),

116000

A26.25.001, A26.25.004

Mwukpo6buonoruyeckoe (KynbTyparnbHoe) UccrneaoBaHne oTAenseMoro n3
yXxa Ha aspobHble 1 hakynbTaTMBHO-aHa3pObHbIE MUKPOOPraHU3Mmbl,
MUKpoburonornyeckoe (KynbTypanbHoe) nccnefoBaHne oTaensemMoro 13
yxa Ha JpoxoKeBble rpubbl

1 uccnenoBanue

900,00

*8 cry4yae ebidenieHus1 MuKkpoopaaHudma bydem rpoussedeH Nod6op MPOMUBOMUKPOBHbIX U
pomueo2pubKosbIX npenapamos

BobideneHue mukpoopaaHusmos: SHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.),Cmagpunokokku (Staphylococcus spp.), CuHezHolHas
nanoyka (Pseudomonas aeruginosa), 9Hmepobakmepuu (Enterobacteriaceae): KuweyHas
nanouyka (Escherichia coli), lMpomeli (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella), KaHouda ansbukaHc (Candida albicans), KaHduda
kpy3eu (Candida krusei), KaHduda mponukanuc (Candida tropicalis)

116601

A26.25.004

Mukpobuonoeudyeckoe (kynbmyparnbHoe) uccriedosaHue omoensieMozo
u3 yxa Ha Opoxxeable 2pubbi

1 nccnemoBanue

400,00

*8 criydae ebi0erieHuUs1 MUKpoopeaHudma 6ydem npou3ssedeH noobop
rpomuepubKosbIX rpenapamos

BobideneHue mukpoopeaaHusmos: KaHOuda anbbukarc (Candida albicans), KaHouda kpyseu
(Candida krusei), KaHOuda mponukanuc (Candida tropicalis)

117000

A26.14.002

Mwukpobuonoruyeckoe (KynbTypanbHOe) UCCNEefoBaHNE XKenum Ha
a3pobHble 1 hakynbTaTUBHO-aHa3PO6HbIE MUKPOOPraHU3MbI

1 uccnemoBaune

900,00

*8 criy4yae ebldeneHus1 MukpoopaaHudma bydem rpousgedeH nod6op MPOMUSBOMUKPOBHbIX U
pomugo2pubKoebIX npenapamos

Bbidenerue mukpoopeaaHuamos: dHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.), Cmacgpunokokku (Staphylococcus spp.), CuHeaHolHas
nanouyka (Pseudomonas aeruginosa), dHmepobakmepuu (Enterobacteriaceae): KuweuyHas
nanoyka (Escherichia coli), lpometi (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella)

117100

A26.02.001, A26.02.004

Mwukpobuonoruyeckoe (KynbTypanbHOe) uccrnefoBaHme paHeBoro
oTAensAeMoro Ha aspobHble 1 haKkynbTaTMBHO-aHa3PObHbIE
MWKPOOpPraHn3Mbl, MUkpoburonornyeckoe (KynbTypasnbHoe)
vccnefoBaHvie paHeBOro oTaensieMoro Ha rpubbl (opoxokeBble,
MuLenvanbHble)

1 ucciemoBanue

1000,00

*8 criyyae ebl0enieHUs1 MUkpoopaaHu3ma 6ydem npoussedeH nod6op npomu8oOMUKPOBHBLIX U
1pomueo2pubKoebIX npenapamos

BbideneHue mukpoopeaHuamos: dHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.), Cmagpunokokku (Staphylococcus spp.), CuHeaHolHasi
nanouyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweyHas
nanoyka (Escherichia coli), lpometi (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella), Karouda anbbukaHc (Candida albicans), KaHouda
kpy3eu (Candida krusei), KaHouda mponukanuc (Candida tropicalis)




117200

A26.23.006

Mwukpo6uonoruyeckoe (KynbTyparnbHoe) UccrneaoBaHve
CMUHHOMO3roBOW XUAKOCTU (NTMKBOpaA) Ha aspobHble 1
haKkynbTaTMBHO-aHa3pOOHbIE YCNOBHO-MATOreHHbIE MUKPOOPraH13Mbl

1 nccnemoBanne

1000,00

*8 criyyae ebl0enieHUsi MukpoopaaHudma 6ydem npoussedeH nod6op npomMu8OMUKPOBHBLIX U
PomMue02pubKo8LIX Mpenapamos

BbideneHue mukpoopeaHuamos: dHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.), Cmagpunokokku (Staphylococcus spp.), CuHeaHolHasi
nanoyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweyHasi
nanoyka (Escherichia coli), lpometi (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella), KarHouda ansbukaHc (Candida albicans), KaHouda
kpy3eu (Candida krusei), KaHOuda mponukanuc (Candida tropicalis)

118000

A26.04.004, A26.04.007

Mwukpobuonoruyeckoe (kynbTyparnbHoe) UccrneaoBaHme CUHOBUANbHOMN
XMAKOCTU (NYyHKTAT cycTaBa) Ha adpobHble 1 hakynbTaTUBHO-
aHa3PO6HbIe MUKPOOPraHN3Mbl, MUKpoBUonormieckoe (KynbTypanbHoe)
uccnefoBaHvie CUMHOBUANbHOM XUAKOCTU Ha rpunbbl (ApoxokeBble,
MuLenvarnbHble)

1 nccnemoBanme

1000,00

*g criy4yae ebideneHusi MukpoopaaHudma 6ydem npoussedeH Mod6op MPOMUBOMUKPOBHbIX U
POMUB02PUBKOBLIX Npenapamos

Bbidenerue mukpoopaaHuamos: dHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.),Cmagpunokokku (Staphylococcus spp.), CuHezHoliHasi
nanoyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweuHas
nanouyka (Escherichia coli), lpomel (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella), KaHouda anbbukaHc (Candida albicans), Kanouda
kpy3eu (Candida krusei), KaHduda mponukanuc (Candida tropicalis)

118101

A26.02.001

Mwukpobuonoruyeckoe (KynbTypanbHOe) uccrnefoBaHme paHeBoro
oTAensieMoro Ha aspobHble 1 hakynbTaTUBHO-aHa3PO6HbIe
MUKPOOPraHn3mbl (MyHKTaT, 6uonornyeckas XunaKkocTb)

1 uccnemoBanue

1050,00

*g criy4yae ebi0eneHusi MukpoopaaHudma 6ydem npousgedeH Mod6op MPOMUBOMUKPOBHbIX U
POMUB02PUBKO8BLIX Npenapamos

BbideneHue mukpoopaaHuamos: dHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.), Cmagpunokokku (Staphylococcus spp.), CuHeaHolHas
nanoyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweuyHas
nanoyka (Escherichia coli), lMpometi (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella), KaHduda anbbukarc (Candida albicans), KaHduoa
kpy3eu (Candida krusei), KaHduda mponukanuc (Candida tropicalis)

119000

A26.20.008. A26.20.016

MukpoGuronoruyeckoe (kynbTyparbHoe) uccriefjoBaHve OTAeNsieMoro
JKEHCKUX MONOBLIX OPraHoB Ha a3pobHble U hakynbTaTUBHO-
aHa3pobHble MUKPOOPraHW3Mbl, MUKpOGHOoruieckoe (KynbTyparnsHoe)
UccrneaoBaHne BRarasnuLHOro OTAENsIeMOro Ha APOXOKeBbIe rpubhi

1 nccnemoBanne

1050,00

*8 criy4ae ebl0esnieHUs1 MUKpoopaaHu3ma 6ydem npoussedeH nodbop npomu8oMUKPOBHbIX U
Pomueo2pubKoebIX npenapamos

BbideneHue mukpoopaaHuamos: dHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.), Cmagpunokokku (Staphylococcus spp.), CuHeaHolHas
nanoyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweuyHas
nanoyka (Escherichia coli), lpometi (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella), KarHouda ansbukaHc (Candida albicans), Kanouda
kpy3eu (Candida krusei), KaHouda mponukanuc (Candida tropicalis)

119200

A26.20.005

Mukpo6uonoruyeckoe (kyrnbTyparbHOe) UccrefoBaHne oTaensieMoro
YXEHCKMUX MONoBbIX opraHoB Ha ypeannasmy (Ureaplasma
urealyticum), Mukonnasmbl

1 uccnemoBaune

1200,00

*8 cryyae ebldeneHus1 MukpoopaaHuama bydem npousgedeH nod6op NPoMUEOMUKPOBHbIX
npernapamos

Bbidenerue mukpoopeaaHuamos: Ypeanna3dma ypeanumukym (Ureaplasma urealyticum),
Mukonnasma xomuHuc (Mycoplasma hominis), Mukonnasma eeHumanuym (Mycoplasma
genitalium),

119300

A26.20.016

MukpoBuronoruyeckoe (kynbTyparibHoe) UcCrieJoBaHVe BRarasuLHoro
OTAEensieMoro Ha ApoXoKeBble rpubhbl

1 uccnemoBaune

400,00

*8 criyyae ebl0esnieHUs1 MUkpoopaaHu3dma 6ydem npoussedeH nodbop npomusozpubKosbix
npenapamos

Bbidenerue mukpoopeaHuamos: KaHduda anbbukarc (Candida albicans), KaHduda kpyseu
(Candida krusei), KaHouda mponukanuc (Candida tropicalis)

119402

A26.21.014

Mukpobuornoauyeckoe (KynbmyparnbHoe) uccnedosaHue omoesnsiemozo
u3 ypempsbl Ha Opoxokesble 2pubbl

1 nccnemoBanue

400,00

*8 cryyae ebl0eneHusi MukpoopaaHudma bydem npoussedeH Mod6op MPomueoepubKosbIx
npernapamos

Bobi0eneHue mukpoopeaaHusmos: KaHduda anbbukarc (Candida albicans), KaHouda kpyseu
(Candida krusei), KaHOouda mponukanuc (Candida tropicalis)

119403

HeT

Baktepuonormyeckum noceB oTAenNsieMOro yporeHuTano-Horo
TpaKTa y MyXX4UH*

1 ucciemoBanue

1050,00

*8 criyyae ebl0enieHUs1 MUkpoopaaHu3ma 6ydem npoussedeH nod6op npomu8oOMUKPOBHBLIX U
1pomueo2pubKoebIX npenapamos

BbideneHue mukpoopeaHuamos: dHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.), Cmagpunokokku (Staphylococcus spp.), CuHeaHolHasi
nanouyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweyHas
nanoyka (Escherichia coli), lpometi (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella), KarHouda anbbukaHc (Candida albicans), KaHouda
kpy3eu (Candida krusei), KaHouda mponukanuc (Candida tropicalis)




119404

HeT

OnpeaeneHue ypeanna3m, MMKONa3M B yporeHUTanLHom Tpakre*

1 nccnemoBanme

1200,00

*8 criyyae ebl0esieHUsi MukpoopaaHu3ma 6ydem npoussedeH nod6op nPomMu8oOMUKPOBHbIX
npenapamos

BbideneHue MukpoopeaaHu3mos: Ypeannasma ypeanumukym (Ureaplasma urealyticum),
Mukonnasma xomuHuc (Mycoplasma hominis), Mukonnasma eeHumanuym (Mycoplasma
genitalium),

119500

A26.21.006

Mwukpobuonorudeckoe (kynbTypanbHoe) UccregoBaHe oTaensieMmoro
ceKkpeTa npocTaTbl Ha a3pobHble 1 hakynbTaTUBHO-aHa3POOHbIE
YCMNOBHO-MATOreHHbIE MUKPOOPraHN3MbI

1 nccnemoBanme

1100,00

*8 cry4yae ebl0eneHusi MukpoopaaHuama 6ydem npousgedeH nod6op NPomMuUEOMUKPOBHbIX
npenapamos

BbideneHue mukpoopeaaHusmos: SHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.),Cmagpunokokku (Staphylococcus spp.), CuHezHolHas
nanoyka (Pseudomonas aeruginosa), dHmepobakmepuu (Enterobacteriaceae): KuweyHas
nanouyka (Escherichia coli), lpomel (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella), KaHouda anbbukaHc (Candida albicans), Kanouda
kpy3eu (Candida krusei), KaHduda mponukanuc (Candida tropicalis)

119502

HeT

Onpe,qeneHMe MUKoNa3m B cekpeTe npep.CTaTeanoﬁ xenesbl*

1 uccnemoBanne

600,00

*g cry4yae ebideneHusi MukpoopaaHuama 6ydem npousgedeH nod6op NPomMuUEOMUKPOBHbIX
npenapamos

Bbidenerue mukpoopaaHusmos: Mukornnasma xomuHuc (Mycoplasma hominis), Mukonnasma
2eHumanuym (Mycoplasma genitalium), Ypeannasma ypeanumukym (Ureaplasma urealyticum).

119600

A26.21.026

MukpoBronoruyeckoe (KynbTyparbHoe) UccrieloBaHVe IAKYnsATa
(cnepmbl) Ha a3pobHble 1 akynbTaTMBHO-aHa3POBHbIE YCIOBHO-
NaToreHHbIe MUKPOOPraHU3Mbl

1 uccnemoBanue

1100,00

*g cryyae ebi0eneHusi MukpoopaaHuama 6ydem npousgedeH nod6op NPomMuEOMUKPOBHbIX
npenapamos

Bbidenerue mukpoopaaHuamos: dHmepokokku (Enterococcus faecalis, Enterococcus faecium),
Cmpenmokokku (Streptococcus spp.),Cmagbunokokku (Staphylococcus spp.), CuHezHolHasi
nanoyka (Pseudomonas aeruginosa), SHmepobakmepuu (Enterobacteriaceae): KuweuHas
nanoyka (Escherichia coli), lMpometi (Proteus vulgaris, Proteus mirabilis), 9Hmepobakmep
(Enterobacter), Knebcuenna (Klebsiella), KaHouda ansbukaHc (Candida albicans), Kanouda
kpy3eu (Candida krusei), KaHduda mponukanuc (Candida tropicalis)

119602

HeT

OnpegeneHve Mukonnasm B cnepme (3sikynsite)*

1 uccnenoBanue

1200,00

*8 criyqae ebl0esieHUs1 MUKpoopaaHu3ama 6ydem npoussedeH nod6op npomueoMuKpObHbIX
npenapamos

Bbidenerue mukpoopaaHusmos: Mukonnasma xomuHuc (Mycoplasma hominis), Mukonnasma
2eHumanuym (Mycoplasma genitalium), Ypeannasma ypeanumukym (Ureaplasma urealyticum).

119700

A26.01.010

Mwukpobuonoruyeckoe (KynbTypanbHOe) uccnefoBaHme cockoba ¢
KOXW Ha rpunodbl (OpoxokeBble, NNeCHEBbIE, AEPMATOMULETbI)

1 uccnenoBanue

2100,00

*8 criyqae ebl0esieHUs1 MUKpoopaaHu3ma 6ydem npoussedeH nod6op npomueoMuKpObHbIX
npenapamos

119800

A26.05.001 A26.05.006

Mwukpobuonoruyeckoe (KynbTyparnbHOe) UCCriefoBaHNE KPOBU Ha
CTepUnbHOCTbL, MUKPOBUONornyeckoe (KynbTypanbHoe) nccnegoBaHne
KPOBM Ha ApOXOKEBbIE rpubbl

1 uccnemoBaune

2300,00

*8 crlyyae ebldeneHus1 MukpoopaaHuama bydem npousgedeH nod6op NPoMUEOMUKPOBHbIX
npernapamos HeOﬁXOOLIMU, yKaszamb npuHumaemble nayueHmom aHmubuomuku

119801

A26.05.006

Mwukpobuonoruyeckoe (KynbTyparnbHOe) UCCNIef0BaHNE KPOBU Ha
OPOXOKEBbLIE PUGHI

1 uccnemoBanne

1000,00

ONPEAENEHVE MUKPOBUOLIEHO3A

119900

HeT

OnpepneneHne MukpobroLieHo3a MeToAoM XpoMaTo-Macce-
cnekrpomeTpumn (MCMM)

1 uccnemoBanue

5200,00

OWATHOCTUKA TENATUTOB

FENATUT A

AHTUTEna K BUpycy renatuta A

131000

A26.06.034.001

Onpegenenue aHTuTen knacca M (anti-HAV IgM) k Bupycy renatuta A
(Hepatitis A virus) B kpoBu

1 uccnemoBanue

400,00

131001

A26.06.034.002

O6HapyxeHune aHTuTen knacca G (anti-HAV IgG) k Bupycy renatuta A
(Hepatitis A virus) B kpoBu

1 uccnemoBanne

400,00

NuUP-guarHocTuka renatuta A

131100

A26.05.030.001

Onpegenenve PHK Bupyca renatuta A (Hepatitis A virus) B kposu
metogom MNP

1 uccnemoBanne

600,00

FEMNATUT B

AHTUTEna K BUpycy renatuta B

132002

A26.06.036.001

Onpegenexve antureHa (HBsAg) Bupyca renatuta B (Hepatitis B virus)

1 uccnemoBanne

300,00

132000

A26.06.036.002

Onpegenenue anTureHa (HBsAg) Bupyca renaTtuta B (Hepatitis B virus)

1 nccnemoBanue

1350,00

132001

A26.06.040.002

Onpegenexne aHTUTEN K NOBEPXHOCTHOMY aHTureHy (anti-HBs) Bupyca
renatuta B (Hepatitis B virus) B KpoBu, KONMYECTBEHHOE UCCNeAOBaHNE

1 nccnemoBanue

200,00

132003

A26.06.039.001

Onpepgenexve aHTuten knacca M k saepHoMy aHTureHy (anti-HBc IgM) g

1 uccnemoBanne

440,00




132006 |A26.06.039 OnpepeneHve aHTUTEN KraccoB k saepHomy aHTureHy (HBcAg) Bupyca | 1 ucciaenoBanue 600,00
132004 |A26.06.035 (B)Esssjnewe aHTureHa (HbeAg) Bupyca renatuta B (Hepatitis B virus) 1 HecnenoBae 450,00
OnpegeneHue aHTUTEN K e-aHTUreHy (anti-HBe) Bupyca renatuta B
132005 |A26.06.038 (Hepatitis B virus) B kposi 1 uccnemoBanme 550,00
MNMUP-auarHocTuka renatuta B
132100 |A26.05.020.001 Onpegenenve OHK Bupyca renatuta B (Hepatitis B virus) B kpoBu metod 1 mcciaenoBanue 450,00
132101 |A26.05.020.002 Onpegenenune OHK Bupyca renatuta B (Hepatitis B virus) B kposu metod 1 uccienoBaHue 1150,00
132103 |A26.05.020.003 OnpepeneHve reHoTuna Bupyca renatuta B (Hepatitis B virus) reHotun (| 1 ucciaenoBanue 1200,00
FENATUT C
AxTUTEna Kk Bupycy renatuta C
OnpegeneHne cymmapHbix aHTuTen knaccos M n G (anti-HCV 1gG u
133000 |A26.06.041.002 anti-HCV IgM) k Bupycy renatuta C (Hepatitis C virus) B kpoBw, 1 ucciemoBanue 500,00
Ka4yeCTBEeHHO
Onpegenenve anTuTen Kk Bupycy renatuty C (Hepatitis C virus) B kpoBsu,
133001 |[A26.06.041 1 uccnenoBanue 350,00
IgM kavecTBEHHO
NMUP-auarHocTuka renatuta C
133100 |A26.05.019.001 Onpegenenve PHK Bupyca renatuta C (Hepatitis C virus) B kpoeu metog 1 ucciemoBaHue 550,00
133101 |A26.05.019.002 Onpegenenve PHK Bupyca renatuta C (Hepatitis C virus) B kpou metog 1 mcciaenoBanue 1400,00
Onpegenenne reHoTuna sBupyca renatuta C (Hepatitis C virus), (1a,1b,
133102 |A26.05.019.003 2. 3a, 4, 5a, 6) KAYECTBEHHO 1 uccnenoBanue 1500,00
133103 |A26.05.019.003 Onpepgenexue reHoTuna Bupyca renatuta C (Hepatitis C virus), (1a,1b, | McceoBaHHE 1850,00
2, 3a, 4, 5a, 6) KONNYECTBEHHO
133104 |A26.05.019.003 Onpegenexve reHoTuna Bupyca renatuta C (Hepatitis C virus), (1, 2, 3) 1 HecnenoBate 1300,00
Ka4yeCTBEeHHO
*BHumaHue! O6sa3aTenbHO B3STUE KPOBU B OTAENbHYHO MPOGUPKY
FENATUT D
AHTUTENna K BUpycy renatuta D
134000 |A26.06.043.001 Onpepenenve aHTuTen knacca M (anti-HDV IgM) k Bupycy renatuta D (H 1 ucciaenoBanue 420,00
134001 |A26.06.043 OnpepeneHvie aHTWTenN k BUpycy renatuta D (Hepatitis D virus) B kposw, | Mccie0BaMme 400,00
KayeCTBEHHO
MNUP-auarHocTuka renatuta D
134100 |A26.05.023.001 Onpegenenve PHK Bupyca renatuta D (Hepatitis D virus) B kpoBu metogd 1 mccienoBaHue 520,00
FENATUT E
135000 |A26.06.044.001 Onpegenenve aHTuTen knacca M (anti-HEV IgM) k Bupycy renatuta E (H 1 ucciaenoBanue 420,00
135001 |A26.06.044.002 Onpepenenve aHTuTen knacca G (anti-HEV IgG) k Bupycy renatuta E (H 1 ucciaenoBanue 420,00
FENATUT G
MUP-auarHocTuka renatuta G
136100 |A26.05.026.001 Onpegenenue PHK Bupyca renatuta G B kposu metogom lNLIP 1 uccnemoBanue 520,00
choUunuc
AHTUTena k 6negHou TpenoHeme (cudunuc)
OnpegeneHue aHTUTEN K 6neaHom TpenoHeme (Treponema pallidum) B
140060 |A26.06.082.001 HeTpenoHeMHbIX TecTax (RPR, PMI) (kayecTBeHHOe 1 1 uccnenoBanue 200,00
NonyKonu4yecTBeHHOe NccnefoBaHne) B CbIBOPOTKE KPOBU
140061 |A26.06.082 OnpegeneHue aHTUTEN K 6neaHom TpenoHeme (Treponema pallidum) B | Mccien0BaMme 370,00
kpoun (IgG+IgM), KauecTBeHHO
OnpepeneHvie aHTUTen K 6neaHow TpenoHeme (Treponema pallidum)
140062 1A26.06.082.002 UMMYyHOEpPMEHTHbIM MeTozoM (MPA) B kposw, IgM, kauecTBEHHO 1 ccnenosanue 370,00
140069 |A26.06.082.002 OnpepeneHve aHTuTen k 6neaHoit TpenoHeme (Treponema pallidum) um| 1 ucciaenoBanue 300,00
OnpepgeneHune aHTuTen K 6negHomn TpenoHeme (Treponema pallidum) B
140063 |A26.06.082.008 CbIBOPOTKE KPOBU peakuuen ummyHodnoopecueHumm (PUD), KCP 1 uccnenoBanue 600,00
(cndpunuc) (RW)
Onpepgenexune aHTuTen K 6negHom TpenoHeme (Treponema pallidum) B
140064 |A26.06.082.003 peakummn naccvmeHon remarrnotuHaumm (PTTA) (kavyecTBeHHOE U 1 uccnemosanue 600,00
NONyKONM4eCTBEHHOE NCCNeaoBaHNe) B CbIBOPOTKE KPOBU
MNUP-guarHocTuka 6negHon TpenoHemsbl (cudmnuc)
Onpegenenve OHK 6negHow TpenoHemsl (Treponema pallidum) B
141001 |A26.20.025.001 OTAENseMOM 3PO3NBHO-AI3BEHHbIX 3NTEMEHTOB CNU3UCTbLIX 060M04eK 1 uccnenoBanue 350,00
nonoBbIX opraHoB metogom lMLP
141002 |wer MLUP-gnarHoctuka 6nepHom TpenoHems (Treponema pallidum) (moua) | HeceoBaHMe 350,00

Ka4yeCTBEeHHO




141003

A26.21.039.001

Onpepenenvie AHK 6negHoli TpenoHemsbl (Treponema pallidum) B
OTAENsAeMOM (CepO3HOro dKccyAaTa) 9PO3MBHO-A3BEHHbIX ANIEMEHTOB
KOXW U CnM3nCTbIX o6onovek metogom MNLP

1 nccnemoBanme

350,00

BWY (CNuKa)

140140

A26.06.049.001

WccnepoBaHue yposHst aHTuTen knaccos M, G (IgM, 1gG) k Bupycy
nmmyHoaedumumuta Yenoseka BUY-1/2 n antureHa p24 (Human
immunodeficiency virus HIV 1/2 + Agp24) B kpoBu

1 nccnemoBanue

300,00

NnuP-guarHoctuka BUY

141140

A26.05.021.002

Onpegenenune PHK Bupyca nmmyHogedvumta yenoseka metogom lMLP,

1 nccnemoBanne

450,00

141141

A26.05.021.001

KonunyectseHHoe onpeaenexnue PHK Bupyca nmmyHogedunumTa
yenoseka BMY-1 (Human immunodeficiency virus HIV-1) B nnasme
Kposu metogom lMLP

1 nccnemoBanne

800,00

*BHumaHue! PekomeHgyeTcs caaBaTb COBMECTHO C UCCreoBaHMEM Ha
aHTUTEeNna un aHTureHbl K BUY

OWATHOCTUKA MHOEKLUIA

XNAMMOnNO3

AHTuTena k xnamuauam (Chlamydia trachomatis)

200100

A26.06.018.003

Onpegenenve antuten knacca G (IgG) k xnamuammn TpaxomaTmc
(Chlamydia trachomatis) B kpoBu

1 uccnemoBanne

420,00

200101

A26.06.018.002

OnpepeneHve aHTuTen knacca M (IgM) k xnammuaum TpaxomaTuc
(Chlamydia trachomatis) B kposu

1 uccnemoBanue

420,00

200102

A26.06.018.001

Onpegenenve aHTuTen knacca A (IgA) k xnamuammn TpaxomaTmc
(Chlamydia trachomatis) B kpoBu

1 uccnemoBanne

350,00

MUP-auarHocTuka xnamuamosa Chlamidia trachomatis

210100

A26.05.012.001

Onpegenenve AHK xnamuauii (Chlamydia trachomatis) B kposu
meTtogom lNLUP, kayecTBEHHO

1 nccnemoBanne

350,00

210119

A26.05.012.001

Onpegenenve OHK xnamuauii (Chlamydia trachomatis) B kposu
metogom MNP, konuyecTBeHHO

1 uccnenoBanue

370,00

210101

A26.21.007.001

Onpegenenve AHK xnamngun Tpaxomatuc (Chlamydia trachomatis) B
oTgensieMom 13 ypetpbl metogom lMUP, kavecTBeHHO

1 nccnemoBanne

230,00

210102

A26.21.007.001

Onpegenenve AHK xnamngun Tpaxomatuc (Chlamydia trachomatis) B
oTgensieMom 13 ypetpbl Mmetogom MUP, konuyectseHHO

1 nccnemoBanne

250,00

210090

A26.20.020.001

Onpegenenue OHK xnamuaum Tpaxomatuc (Chlamydia trachomatis) B
OTAENSEMOM CMU3UCTBIX 0BONOYEK KEHCKUX NOSOBbIX OPraHOB METOAOM
MuyP, kayectBeHHO

1 nccnemoBanne

230,00

210091

A26.20.020.001

Onpegenenue OHK xnamuaun Tpaxomatuc (Chlamydia trachomatis) B
OTAENSEMOM CMU3UCTBIX 0BONOYEK KEHCKUX NOSOBbIX OPraHOB METOAOM
MUP, konuyectseHHo

1 nccnemoBanne

250,00

210103

A26.28.014.001

Onpegenenve AHK xnamngun Tpaxomatuc (Chlamydia trachomatis) B
mMoue metogom lMLP, kayecTtBeHHO

1 nccnemoBanne

230,00

210104

A26.28.014.001

Onpegenenuve OHK xnamuaun Tpaxomatuc (Chlamydia trachomatis) B
moue metogom MUP, konnyecteeHHO

1 nccnemoBanue

250,00

210105

A26.26.007.001

Onpepenenvie AHK xnammnaumn tpaxomatuc (Chlamydia trachomatis) B
oTAensieMoM KOHbIOHKTMBbLI MeTogom MNLUP, kavyectBeHHO

1 uccnemoBaune

230,00

210106

A26.26.007.001

Onpepenenvie AHK xnammnaum tpaxomatuc (Chlamydia trachomatis) B
oTAensieMoM KOHbIOHKTMBbLI MeTogom MUP, konnyectseHHO

1 uccnemoBaune

250,00

210107

A26.08.066.001

Onpegenenuve OHK xnamuaun Tpaxomatuc (Chlamydia trachomatis) B
MasKax Co CrM3ncTon 06omoYkm potornoTku metogom MLP,
Ka4eCcTBEHHO

1 uccnemoBaune

230,00

210108

A26.08.066.001

Onpegenenuve OHK xnamuaun Tpaxomatuc (Chlamydia trachomatis) B
MasKax Co CrM3ncTon 06omoykm potornoTku metogom MMLP,
KONMMYECTBEHHO

1 uccnemoBaune

250,00

AuTtuTena k xnamuauam (Chlamydophila pneumoniae)

200107

A26.06.113

Onpegenexuve aHTuten K xnamugmm nHesmoHunn (Chlamydophila
pneumoniae) B kposu, IgM

1 nccnemoBanue

420,00

200108

A26.06.113

Onpegenexune aHTuTEN K Xxnamuanm nHeBmoHumn (Chlamydophila
pneumoniae) B kpoBu, IgA

1 ucciemoBanue

350,00

200109

A26.06.113

Onpegenexuve aHTuten K xnamugmm nHesmoHunn (Chlamydophila
pneumoniae) B kpoBu, IgG

1 nccnemoBanue

420,00

MLUP-guarHocTMka pecnMpaTtopHbIX Xfammaui U MUKonnasm
(Chlamydophila pneumoniae + Mycoplasma pneumoniae)

210115

HeT

MUP-gnarHocTuka xnamuauii u mukonnasm (Chlamydophila
pneumoniae + Mycoplasma pneumoniae) (cockob 13 HOCOrnoTKM)

1 ucciemoBanue

600,00




MUP-gnarHocTuka xnamuauii u mukonnasm (Chlamydophila

210116 |ner pneumoniae + Mycoplasma pneumoniae) (cockob 13 poTornoTku) 1 nccnenosanne 600,00
MUP-gnarHocTuka xnamuauii u mukonnasm (Chlamydophila

210117 fner pneumoniae + Mycoplasma pneumoniae) (MokpoTa) 1 nccnenopanne 600,00
MUWKOMNNA3MO3
AHTMTena k mukonnasmam (Mycoplasma pneumonaie)

200200 |A26.06.057 Onpepenenve aHTuTen knaccos M, G (IgM, 1gG) k mukonnasme nHeBmoH 1 ucciemoBaHue 420,00

200201 |A26.06.057 Onpepgenenue anTuten knacco M, G (IgM, 1gG) k mmukonnasme nHeBMoHuK (Mycoplasma pneun 420,00

200202 |HeTt AHTuTena IgA k Mycoplasma pneumonaie 1 nccnemoBanme 420,00

200208 |A26.06.057 OueHka HanpsbkeHHOCTN uMmMyHuTeTa k Mycoplasma pneumoniae 1 uccnemoBanme 2100,00
AHTUTENna K Mukonnasmam (Mycoplasma hominis)

200205 |HeT AnTuTena IgG k Mycoplasma hominis 1 uccnenoBanue 350,00

200206 (HeT AHTuTena IgA k Mycoplasma hominis 1 nccnemoBanne 350,00
NUP-guarHoctuka mukonnasmo3sa (Mycoplasma hominis)
Onpegenenue OHK mykonnasmbl xommHue (Mycoplasma hominis) B

210200 |[A26.20.028.001 OTAENSEMOM CMN3NCTBIX 0BONOYEK XKEHCKUX NMOMOBLIX OpraHoB meToaoM| 1 ucciemoBaHue 230,00
MLUP, kayecTBEHHOE NCcCnenoBaHmne
Onpegenenne AHK mukonnasmel xommHne (Mycoplasma hominis) B

210201 |A26.20.028.002 OTAENSIEMOM CIU3UCTLIX 0600YEK KEHCKMX NOOBbIX opraHoB MeTogoM| 1 mcciaenoBaHue 250,00
MLP, konnyecTBeHHOE nccnegoBaHne

210212 |A26.28.018.001 Onpegenexve OHK mukonnaambel xomuHuc (Mycoplasma hominis) B moye metogom lMUP, kavecT 230,00

210213 |A26.28.018.002 Onpepenenune OHK mykonnasmbl xommHue (Mycoplasma hominis) B | MeceoBanHe 250,00
moue metogom MUP, konnyecTBeHHOe UccnenoBaHne
Onpegenenune OHK mykonnasmbl xommHue (Mycoplasma hominis) B

210202 [A26.21.032.001 oTgensiemom 13 ypetpbl Metogom lMLUP, kauecTBEHHOE nccnegoBaHme 1 necnenosanne 230,00
Onpegenenne AHK mukonnasmel xommHne (Mycoplasma hominis) B

210203 |A26.21.032.002 oTaensiemom u3s ypetpbl Metogom lMLP, konnyecteeHHoe 1 uccnenoBanue 250,00
uccneposaHne
MNMUP-auarHoctMka mukonnasmo3sa (Mycoplasma genitalium)
Onpegenenune OHK mukonnasmel renutanmym (Mycoplasma genitalium)

210206 |A26.20.027.001 B OTAENSEMOM CINN3UCTbIX 0600YEK XXEHCKMX MOSIOBbLIX OPraHoB 1 uccnenoBanue 230,00
metogom lMUP, kayecTBeHHO
Onpegenenune OHK mukonnasmel reHutanuym (Mycoplasma genitalium)

210207 |A26.20.027.001 B OTAENSEMOM CINN3UCTbIX 0600YEK XXEHCKMX MOSIOBbLIX OPraHoB 1 uccnenoBanue 250,00
metogom lMUP, konnyecTBeHHO
Onpepenenvie HK mukonnasmel renntanuym (Mycoplasma genitalium)

210208 |A26.28.017.001 B MOve MeTooM MLIP, KauecTBEHHO 1 uccnemoBanue 230,00

210209 |A26.28.017.001 Onpegenenve OHK mukonnasmbl reHutanmym (Mycoplasma genitalium) | MeceoBaHMe 250,00
B Moye meTtogom lMLUP, konvyecTBeHHO

210190 |A26.21.031.001 Onpegenenue [HK mykonnasmel renutanuym (Mycoplasma genitahum) 1 HecenoBate 230,00
B OoTAensieMom u3 ypetpbl MetogomM lMNMUP, kayecTBeHHO

210191 |A26.21.031.001 Onpegenenue AHK mykonnasmel rerutanuym (Mycoplasma genitahum) 1 HecenoBate 250,00
B OTAensieMom u3 ypeTtpbl MeTogom lMNMUP, konnyecTBeHHO
YPEAMNNA3MO3
AHnTUTEna K ypeannasmam Ureaplasma urealyticum

200300 [HeT AHTuTena IgG k Ureaplasma urealyticum 1 uccimemoBanue 350,00

200301 |HeT AxTuTena IgA k Ureaplasma urealyticum 1 uccmemoBanue 350,00
MUP-guarHoctuka ypeanna3smo3a (Ureaplasma urealyticum)
Onpegenenve OHK ypeannaawm (Ureaplasma spp.) B oTAensemom

210300 |A26.20.029.001 CNM3NCTbIX 0BONOYEK KEHCKMX NOMOBbLIX opraHoB MmeTogom MUP, 1 nccnemoBanue 230,00
KayecTBEHHOe 1ccrefoBaHve
Onpegenenve OHK ypeannaawm (Ureaplasma spp.) B oTAensemom

210301 |A26.20.029.002 CNM3NCTbIX 0BONOYEK KEHCKMX NOMOBbLIX OpraHoB MmeTogom MUP, 1 nccnemoBanue 250,00
KONM4YeCTBEHHOE NCCnefoBaHve

210302 |A26.21.033.001 Onpegenexve OHK ypeannasm (Ureaplasma spp.) B oTAensiemMomM 13 | MeceoBaHMe 230,00

YpeTpbl METO4O0OM HLJ,P, Ka4yeCTBeHHOe uccnenosaHue




210303

A26.21.033.002

Onpegenenue OHK ypeannaam (Ureaplasma spp.) B otaensieMom 13
ypeTpbl meTogom lNLIP, konnyecTBeHHoe nccnegosaHne

1 nccnemoBanme

250,00

MNUP-guarHocTtuka ypeannasmosa (Ureaplasma parvum)

210306

A26.20.029.001

Onpegenenve OHK ypeannaawm (Ureaplasma spp.) B oTaensiemom
CNM3NCTbIX 0BONOYEK KEHCKMX NOMOBbLIX OpraHoB meTogom MLUP,
KayecTBeHHoe uccregoBaHue, (Ureaplasma parvum)

1 nccnemoBanme

230,00

210307

A26.20.029.002

Onpegenenne IHK ypeannaawm (Ureaplasma spp.) B oTAensemom
CrN3NCTLIX 0BOMNOYEK XXEHCKNX MOMOBbLIX OpraHoB meTogom [MLP,
KonunyecTeeHHoe nccneposanue, (Ureaplasma parvum)

1 nccnemoBanne

250,00

210290

A26.21.033.001

Onpegenenue OHK ypeannaam (Ureaplasma spp.) B otaensieMom 13
ypeTpbl meTogom lNLIP, kavyecTBeHHOe nccnegosaxue, (Ureaplasma
parvum)

1 nccnemoBanne

230,00

210291

A26.21.033.002

Onpegenenue OHK ypeannaam (Ureaplasma spp.) B otaensieMom 13
ypeTpbl meTogom lNLP, konnyectBeHHoe nccnegosanue, (Ureaplasma
parvum)

1 nccnemoBanne

250,00

210308

A26.28.019.001

Onpegenexve OHK ypeannasm (Ureaplasma spp.) B Mo4e MeETOAOM
MLUP, kayecTBeHHoe nccnepoBanve, (Ureaplasma parvum)

1 nccnemoBanne

230,00

210309

A26.28.019.002

Onpegenexve OHK ypeannasm (Ureaplasma spp.) B Mo4e METOAOM
MLUP, konnyecteeHHoe uccneposaxue, (Ureaplasma parvum)

1 nccnemoBanne

250,00

MUP-auarHoctuka ypeanna3smo3sa (Ureaplasma species)

210312

A26.20.029.001

Onpegenenve HK ypeannaawm (Ureaplasma spp.) B oTAensemom
CNU3NCTLIX 0BOOYEK XKEHCKUX MOMOBLIX OpraHoB meTogom MLUP,
KayecTBeHHoe uccrnegosaHue, (Ureaplasma species)

1 nccnemoBanne

230,00

210313

A26.20.029.002

Onpegenenue OHK ypeannaswm (Ureaplasma spp.) B oTaensiemMom
CNM3NCTbIX 0BONOYEK XEHCKMX NOMOBLIX OpraHoB meToaom [MUP,
konmuecTBeHHoe uccneposaHve, (Ureaplasma species)

1 uccnenoBanue

250,00

210292

A26.21.033.001

Onpegenexve OHK ypeannasm (Ureaplasma spp.) B oTaensiemMomM m3
ypeTpbl meTogom lMNLIP, kayecTBeHHOe uccnenoBaxue, (Ureaplasma
species)

1 uccnenoBanue

230,00

210293

A26.21.033.002

Onpegenexve OHK ypeannasm (Ureaplasma spp.) B oTaensiemMomM m3
ypeTpbl meTogom lMNLP, konuyectBeHHoe nccnegosaHue, (Ureaplasma
species)

1 uccnenoBanue

250,00

210314

A26.28.019.001

Onpegenenue OHK ypeannaawm (Ureaplasma spp.) B Moye MeTogoM
MUP, kauectBeHHoe uccnenosaxue, (Ureaplasma species)

1 uccnenoBanue

230,00

210315

A26.28.019.002

Onpegenenue OHK ypeannaawm (Ureaplasma spp.) B Moye MeTogoM
MLP, xonnyectBeHHoe uccneposanue, (Ureaplasma species)

1 uccnenoBanue

250,00

TPUXOMOHMA3

AHTUTERnA K TPUXomMoHagam

200400

HeT

AnTuTena IgG k TpuxomoHage (Trichomonas vaginalis)

1 uccnemoBaune

350,00

MLUP-auarHocTMka TpMxoMoHuasa

210400

A.26.20.026.001

Onpepenenve AHK TpuxomoHac BarnHanwuc (Trichomonas vaginalis) B
0TAensseMoM CM3NCTbIX 060I04EK XEHCKMX NMOMOBbLIX OPraHoB METOAOM
MLP, kayecTBEHHO

1 uccnemoBanue

230,00

210401

A.26.20.026.001

Onpepenenve AHK TpuxomoHac BarnHanwuc (Trichomonas vaginalis) B
0TAensseMoM CM3NCTbIX 060I04EK XEHCKMX NMOMOBbLIX OPraHoB METOAOM
MLIP, konnyectBeHHO

1 nccnemoBanue

270,00

210390

A26.21.030

MonekynsipHo-6ronornyeckoe nccrnegoBaHve oTAENseMoro u3 ypetpsbl
Ha TpuxomoHac BaruHanuc (Trichomonas vaginalis), kauecTBeHHO

1 uccnemoBanne

230,00

210391

A26.21.030

MonekynspHo-6uonornyeckoe NccnefoBaHne oTAeNseMoro U3 ypetpsbl
Ha TpuxomoHac BaruHanuc (Trichomonas vaginalis), konnyecTBeHHO

1 nccnemoBanue

270,00

210402

A26.28.016.001

Onpegenexve OHK TpuxomoHac BarmHanuc (Trichomonas vaginalis) B
Moue metogom [MLP, kauecTBeHHOE NccnenoBaHne

1 nccnemoBanue

230,00

210403

A26.28.016.001

Onpegenexve OHK TpuxomoHac BarnHanuc (Trichomonas vaginalis) B
Moue metogom MUP, konnyecteeHHoe nccnegosaHne

1 nccnemoBanue

270,00

FOHOPESA

MLUP-anarHocTuka roHopeun




210500

A26.20.022.001

Onpegenenne [HK roHokokka (Neiseria gonorrhoeae) B otaensemom
CNN3NCTLIX 0BOMNOYEK XXEHCKNX MOMOBbLIX OpraHoB meTogom [MLP
Ka4yeCTBEHHO

1 nccnemoBanme

250,00

210501

A26.20.022.001

Onpegenenne [HK roHokokka (Neiseria gonorrhoeae) B otaenssemom
CrN3NCTLIX 0BOMNOYEK XXEHCKNX MOMOBbLIX OpraHoB meTogom [MLP
KONNYECTBEHHO

1 nccnemoBanme

330,00

210490

A26.28.015.001

Onpegenenve OHK roHokokka (Neiseria gonorrhoeae) B Mo4e MeToAoM
MLIP kayecTBEHHO

1 nccnemoBanme

250,00

210491

A26.28.015.001

Onpegenenne [IHK roHokokka (Neiseria gonorrhoeae) B Mmo4e MeToAom
MUP konuyecTBeHHO

1 nccnemoBanne

330,00

FAPOHEPENNE3

MNMUP-guarHocTuka rapgHepennesa

210600

A26.20.030.001

Onpegenenve OHK rapgHepennel BarHanuc (Gadnerella vaginalis) Bo
BnaranuwHom otaensiemom metogom lNLUP, kavecTBeHHO

1 uccnemoBanue

230,00

210601

A26.20.030.001

Onpegenenue OHK rapgHepennsl BarnHanuc (Gadnerella vaginalis) Bo
BnaranuwHom otaensiemom metogom lNLP, konvyecTBeHHO

1 uccnemoBanue

250,00

CTPENTOKOKKOBAA NH®EKLIUA

MLUP-anarHocTMka CTpenTOKOKKOB

210700

A26.08.018

OnpegeneHne aHTUreHa CTpenTokokka rpynnel A (S.pyogenes) B
OTAENAEMOM BEPXHUX AblXaTenNbHbIX MyTen (Masok U3 HOCOrOTKM)
Ka4yeCTBEHHO

1 uccnemoBanue

550,00

210701

A26.08.018

OnpegeneHne aHTUreHa CTpenTokokka rpynnel A (S.pyogenes) B
OTAENAEMOM BEPXHUX AblIXaTenNbHbIX MyTel (Ma3ok M3 pOTOrMoTKM)
Ka4yeCTBEHHO

1 uccnemoBanue

550,00

210702

A26.08.018

OnpepgeneHune aHTUreHa CTpenTokokka rpynnbl A (S.pyogenes) B
OTAENSEMOM BEPXHUX AbIXaTemNbHbIX NyTel (MOKpoTa) Ka4eCTBEHHO

1 uccnemoBanue

550,00

210703

HeT

MLUP-gnarHocTuka ctpenTokokkoB (Streptococcus species) (Moya)
KayeCTBEHHO

1 uccnenoBanue

550,00

210704

A26.20.037.002

Onpegenenve OHK Streptococcus agalactiae (SGB) B otaensiemomM 13 B

1 uccnenoBanue

550,00

210706

A26.20.037.002

Onpegenenue OHK Streptococcus agalactiae (SGB) B otaensemom 13
Bnaranuwa metogom MNLIP, konnyecTBeHHoOe nccnegoBaHne

1 uccnenoBanue

500,00

210707

HeT

MUP-gnarHocTuka crtpentokokka (S. agalactiae) (mo4a) konnyecTBeHHO

1 uccnenoBanue

500,00

KAHOMOO3

AHTUTENA K KaHANAAM

200800

HeT

AnTtuTena IgM k kaHauae (Candida albicans)

1 uccnenoBanue

450,00

200801

HeT

AnTnTena IgA k kaHauge (Candida albicans)

1 nccnemoBanne

350,00

200802

HeT

AnTuTena IgG k kaHauae (Candida albicans)

1 nccnemoBanue

350,00

NMuUP-guarHocTMka kKaHgmagosa

210801

A26.20.048

MonekynspHo-6uonorn4yeckoe nccrefoBaHue BrnaranuwHoro
oTaensemoro Ha rpmbel poga kaHauaa (Candida spp.) ¢ yToYHeHVeM
Buaa (Candida albicans) (yporeHuTanbHbIA Ma3ok) KONIMYECTBEHHO

1 uccnemoBanne

330,00

210803

A26.20.048

MonekynsipHo-6uonoruyeckoe nccnefoBaHue BrnaranuHoro
oTaensiemMoro Ha rpubsl poga kaHauaa (Candida spp.) ¢ yTouHeHVeM
Buaa (Candida albicans) (Ma30ok 13 HOCOrNOTKM) KONTMYECTBEHHO

1 nccnemoBaune

330,00

210805

A26.20.048

MonekynspHo-6uonornyeckoe nccrefoBaHue BrnaranuwHoro
oTaensemoro Ha rpmbel poga kaHauaa (Candida spp.) ¢ yTOYHeHVEeM
Buaa (Candida albicans) (Ma3ok 13 poTornoTku) KONMYECTBEHHO

1 uccnemoBanue

330,00

210807

A26.20.048

MonekynapHo-6ronormyeckoe uccrnefoBaHve BraranuLHoro
oTaensiemMoro Ha rpubsl poga kaHauaa (Candida spp.) ¢ yTouHeHeM
Bmaa (Candida albicans) (MokpoTa) KOnM4YecTBEHHO

1 uccnemoBanne

330,00

210809

A26.20.048

MonekynsipHo-6ronoruyeckoe uccrnefoBaHue BraranuHoro
oTaensemoro Ha rpmbel poga kaHauaa (Candida spp.) ¢ yToOYHeHVEM
Buaa (Candida albicans) (Mo4a) KOnM4eCTBEHHO

1 uccnemoBanne

330,00

NANMUNITIOMABUPYC YENOBEKA (BIMY)

1 nccnemoBanue

MUP-guarHoctuMka nanunomasupyca (BMY)

1 uccnemoBanne

210900

A26.20.012.008

Onpegenenve OHK Bupycos nanunnomel Yenoseka (Papilloma virus) 6
1 11 TvnoB B oTAensiemom m3 Bnaranvuwa metogom MNUP, kavectseHHO

1 uccnemoBanne

300,00




210901

A26.20.012.008

Onpegenenve HK Bupycos nanunnomel Yenoeseka (Papilloma virus) 6
n 11 TMNoB B oTAENsieMom m3 Brnaranuwa metogom lMLP,
KONMYeCTBEHHO

1 nccnemoBanme

400,00

210890

A26.21.008.001

Onpegenenve OHK Bupycos nanunnomel Yenoseka (Papilloma virus) 6
1 11 TuNoB B oTAenseMom 13 ypetpbl metogom lNLP, kauecTBeHHO

1 nccnemoBanme

300,00

210891

A26.21.008.001

Onpegenexve OHK Bupycos nanunnomel Yenoseka (Papilloma virus) 6
1 11 TMnNoBs B oTAeNseMom 13 ypeTpbl metogom lNLP, konnyectseHHO

1 nccnemoBanme

400,00

210904

A26.20.009.005

Onpegenenne IHK Bupycos nanunnomel Yenoeseka (Papilloma virus) 16
TUMNOB B OTAENAEMOM (cockobe) U3 LiepBHKanbHOro kaHana MeToaom
MUP, kayecTBEHHOE UCCregoBaHWe

1 nccnemoBanme

300,00

210892

A26.20.012.005

Onpegenenne IHK 16 1 18 TMNoB BMPYCOB NanumnoMbl YenoBeka
(Papilloma virus) BbICOKOro KaHLepOreHHOro pucka B oT4ensieMom 13
Bnaranuwa metogom [MLIP, kayecTBeHHOe nccrnenoBaHve

1 nccnemoBanne

300,00

210906

A26.20.009.005

Onpegenenve OHK Bupycos nanunnomsl Yenoseka (Papilloma virus) 18
TMNOB B OTAENSEMOM (Cockobe) 3 LepBrKanbHOro KaHana MeTogom
MLUP, kayecTBEHHOE NCCnenoBaHme

1 uccnemoBanne

300,00

210910

A26.20.009.006

Onpegenenve OHK Bupycos nanunnomsl Yenoseka (Papilloma virus) 16
1 18 TMnoB B oTAENsieMOM (COcKobe) 13 LiepBMKarbHOro kaHana
metogom lMUP, konuyecTBeHHOE nccnegoBaHne

1 uccnenoBanue

520,00

210916

A26.20.009.002

Onpegenexve OHK BupycoB nanunnomsl yenoseka (Papilloma virus)
BbICOKOIO KaHLleporeHHoro puvcka (16-68 tunos:
16,18,31,33,35,39,45,51,52,56,58,59,66,68) B oTaensemom (cockobe)
u3 uepBuKanbHoro kaHana metogom lMLUP, 6e3 onpegeneHus Tuna,
Ka4yecTBEeHHOe uccregoBaHve

1 uccnenoBanue

1460,00

210894

A26.20.012.002

Onpegenenue OHK Bupycos nanunnomel Yenoseka (Papilloma virus)
BbICOKOIO KaHLIepOreHHoro pvcka (16-68 tunos:
16,18,31,33,35,39,45,51,52,56,58,59,66,68) B oTAENsseMoM u3
Bnaranuwa metogom lMNLP, 6e3 onpegeneHust Tmna, ka4eCcTBEHHOE
uccnefosaHve

1 nccnemoBanne

1460,00

210917

A26.20.009.002

Onpegenexve OHK BupycoB nanunnomsl yenoseka (Papilloma virus)
BbICOKOIO KaHLIeporeHHoro puvcka (16-68 Tunos:
16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6e3 onpegeneHus Tuna B
oTaensieMoM (cockobe) 13 LepsukanbHoro kaHana metogom MLUP,
Ka4yeCcTBEHHOe uccregoBaHne

1 uccnenoBanue

1460,00

210895

A26.20.012.002

Onpegenenue OHK Bupycos nanunnomel Yenoseka (Papilloma virus)
BbICOKOIO KaHLIepOreHHoro pvcka (16-68 tunos:
16,18,31,33,35,39,45,51,52,56,58,59,66,68) 6e3 onpeaenexHus Tuna B
oTaensemom us Brnaranviia metogom lNLP, kayectBeHHOe
uccnefosaHve

1 nccnemoBanne

1460,00

210918

A26.20.009.002

Onpegenexve OHK BupycoB nanunnomsl yenoseka (Papilloma virus)
BbICOKOIO KaHLieporeHHoro pucka (16,18,31,33,35,39,45,51,52,56,58,59
TMNOB) B OTAEnseMoM (cockobe) 13 LiepBMKarnbHOro kaHana MeToAoMm
MLUP, reHoTunupoBaHue, ka4eCTBEHHOE UCCreAoOBaHME

1 nccnemoBanue

800,00

210896

A26.20.012.002

Onpegenenue OHK Bupycos nanunnomsl Yenoseka (Papilloma virus)
BbICOKOrO KaHLieporeHHoro pucka(16,18,31,33,35,39,45,51,52,56,58,59
TMNOB) B OTAEnsieMoM 13 Bnaranuwa metogom MLP,
reHoTUNMpPOBaHWe, Ka4YeCTBEHHOE UCCrefoBaHNe

1 uccnemoBaune

800,00

210919

A26.20.009.002

Onpegenenue OHK Bupycos nanunnomsl Yenoseka (Papilloma virus)
BbICOKOrO KaHLieporeHHoro pucka (16,18,31,33,35,39,45,51,52,56,58,59
TUNOB) C onpeAerneHrem Tuna B otaensiemom (cockobe) u3
LepBuKanbHoro kaHana metogom lNLP, reHotunuposaHue,
KayecTBEHHOe 1CcrnefoBaHve

1 uccnemoBanue

800,00

210897

A26.20.012.002

Onpegenenue OHK Bupycos nanunnomel Yenoseka (Papilloma virus)
BbICOKOrO kaHLeporeHHoro pucka (16,18,31,33,35,39,45,51,52,56,58,59
TMNOB) B OTAensieMoM 13 Bnaranuwa metogom lMLP,
reHoTUNUpPOBaHWE, KayeCTBEHHOE UccrefoBaHue

1 nccnemoBanue

800,00

210920

A26.20.009.002

Onpegenenne OHK Bupycos nanunnomel Yenoseka (Papilloma virus)
BbICOKOrO kaHLeporeHHoro pucka (16-68 Tunos: 16,18 ¢ onpeaeneHvem
Tuna 31,33,35,39,45,51,52,56,58,59,66,68) 6e3 onpenenexHus Tuna B
oTaensieMoM (cockobe) 13 LepsukansHoro kaHana metogowm lMLP, BIMY-
TecT (ROCHE COBAS48000) ka4ecTBeHHOE UccrneaoBaHve

1 ucciemoBanue

2000,00

210898

A26.20.012.002

Onpegenexve OHK BupycoB nanunnombl Yenoseka (Papilloma virus)
BbICOKOrO KaHLieporeHHoro pucka (16-68 tunos: 16,18 ¢ onpepgeneHvem
Tuna 31,33,35,39,45,51,52,56,58,59,66,68) 6e3 onpeaenexus Tuna B
oTaensemoM u3 Brnaranvia metogom lNLP, kayecTBeHHOE
uccnegoBaHue

1 ucciemoBanue

2000,00




210921

A26.20.012.004

Onpegenenve OHK v Tvna Bupycos nanunnomsbl Yenoseka (Papilloma
Virus) BbICOKOrO KaHLepOreHHOro pucka B OTAENSEMOM U3 Braranuiia
metogom MNLP, CKPUHUHI ¢ onpegenexruem Tvna (KOHTPOmb B3ATUSA
martepuana, Tunel 6, 11, 16, 18), KONM4YECTBEHHbIN

1 nccnemoBanme

870,00

210899

A26.20.009.003

Onpegenenne HK Bupycos nanunnomel Yenoseka (Papilloma virus)
BbICOKOIO KaHLiepOreHHOro pucka B oTAensieMom (cockobe) n3
uepsukanbHoro kaHana metogom MNUP, CKPUHWHI ¢ onpegenexHnem
TMna (KOHTpOrnb B3ATUSt MaTepuana, Tunel 6, 11, 16, 18),
KONMYeCTBEHHOE nccrneaoBaHne

1 nccnemoBanne

870,00

210922

A26.20.012.004

Onpegenexve OHK v Trna BupycoB nanunnomsbl Yenoseka (Papilloma
Virus) BbICOKOro KaHLIepOreHHOro pucka B OTAENSIEMOM M3 Bnaranuiia
meTonom MLUP, CKPUHUHI PACLLUMPEHHbIN ¢ onpeneneHuem 14
TmnoB (KoHTponb B3ATMA MaTepuana, Tunel 6, 11, 16, 18, 31, 33, 35, 39,
45, 51, 52, 56, 58, 59), KONM4eCTBEHHBIN, C Nepec4eToM Ha y.e. Hybrid
Capture no kaxxgomy Tuny

1 uccnemoBanue

1100,00

210923

A26.20.012.004

Onpegenenve HK v Tvna Bupycos nanunnomsbl Yenoseka (Papilloma
Vvirus) BbICOKOro KaHLepPOreHHOro pucka B OTAENSEMOM 13 Braranuiia
meTtogom MNLP, TunuposaHue ¢ onpeaenexnem 21 tuna (KoHTponb
B3ATUA Gnomatepuana, Tunol 6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82), KONMMYECTBEHHBIN, C NEPECHETOM
Ha y.e. Hybrid Capture no kaxgomy Tuny. KBAHT-21

1 uccnemoBanne

2000,00

KOKIIOLL, NAPAKOKIIOLL

1 uccnemoBanue

AHTUTERA K KOKnuwly, napakokniouwy

1 nccnemoBanne

201001

A26.06.103

Onpegenexve aHTuTen K Bo3dyautento koknowa (Bordetella pertussis)
B KpoBW, IgG, konm4ecTBeHHO

1 uccnemoBanne

500,00

201002

A26.06.103

OnpegeneHue aHTUTEN K Bo3byauTentio kokntowa (Bordetella pertussis)
B KpoBW, IgA, KOnm4yecTBeHHO

1 uccnenoBanue

500,00

201003

A26.06.103, A26.06.102

OnpegeneHue aHTUTEN K Bo3byauTentio kokntowa (Bordetella pertussis)
B KPOBM, onpefeneHve aHTuTen K Bo3byauTento napakoknioLa
(Bordetella parapertussis) B kpoBu, cymmapHbie (PITA)

1 uccnenoBanue

800,00

201004

A26.06.103

OnpegeneHue aHTUTEN K Bo3byauTentio kokntowa (Bordetella pertussis)
B kpoBu (PA, Tutp)

1 uccnenoBanue

500,00

201005

A26.06.102

Onpegenexune aHTuUTEN K BO3byamTento napakoknowa (Bordetella
parapertussis) B kposu (PA, TuTp)

1 nccnemoBanne

500,00

MLUP-auarHocTvka Kokniowa/napakoknowa

1 nccnemoBanne

211000

A26.08.031.001

Onpegenenue OHK Bo3byanTtenew kokntowa (Bordetella pertussis,
Bordetella parapertussis, Bordetella bronchiseprica) B maskax co
cnmaucTon 060no4kM HocornoTku metodom MNLP kayecTBeHHO

1 uccnenoBanue

700,00

211001

A26.08.050.001

Onpegenenve [HK Bo3byanTenewn kokmtowa (Bordetella pertussis,
Bordetella parapertussis, Bordetella bronchiseprica) B ma3kax co
cnusucTor obonoykn potornotkn metogom MNLP kayecTBeHHO

1 uccnemoBaune

700,00

211002

A26.09.048.001

Onpegenenue OHK Bo3byanTtenei kokntowa (Bordetella pertussis,
Bordetella parapertussis, Bordetella bronchiseprica) B MokpoTe
(MHAYLMPOBaHHON MOKpOTE,

hapuHro-TpaxeanbHbIx acnupaTax) metogom lNLIP kayecTBeHHO

1 uccnemoBaune

700,00

ONOTEPUA

AHTUTEna Kk Bo3byauTento andrepumn

201100

A26.06.104

OnpepeneHve aHTUTeN K AU TEPUAHOMY aHAaTOKCUHY B KPOBU
(Corynebacterium diphtheriae)

1 uccnemoBanne

1050,00

201102

A26.08.001

Mukpobuonoruyeckoe (KynbTypanbHOe) NCCrefoBaHne Cnvan v NeHoK
C MYHAanNuH Ha nanodky audptepum (Corinebacterium diphtheriae)

1 uccnemoBanne

650,00

CTONBHAK

AHTUTENna K Bo36yauTento cTonGHsKa

201200

A26.06.105

Onpegenexve antuten k Clostridium tetani B kposu

1 nccnemoBanue

580,00

3MUOEMUYECKUA NAPOTUT

AHTUTENA K BO36y.CI,VITeJ1IO nnageMunyecKkoro napoTtmta

201300

A26.06.112.002

Onpegenexune antuten knacca M (IgM) k Bupycy napotuta (Mumps
virus) B KpoBu

1 nccnemoBanue

520,00

201301

A26.06.112.001

Onpepgenenue anTuten knacca G (IgG) k Bupycy napotuta (Mumps
virus) B KpoBu

1 uccnemoBanne

520,00

KOPb




AHTUTENA K KOpU

201400

A26.06.056.001

Onpegenenne anTtuten knacca G (IgG) k BupyCy Kopu B KpoBH,
Konn4ecTBeHHO

1 uccnemoBanue

420,00

KPACHYXA

AHTUTEna K BUPYCY KpacHyxu

201500

A26.06.071.002

Onpepgenenue anTuTen knacca M (IgM) k Bupycy kpacHyxu (Rubella
Virus) B KpoBW, KONTMYECTBEHHO

1 nccnemoBanme

400,00

201501

A26.06.071.001

Onpegenenne anTuten knacca G (IgG) k Bupycy kpacHyxu (Rubella
Vvirus) B KpoBW, KONMYECTBEHHO

1 nccnemoBanne

400,00

201502

A26.06.071.003

OnpegeneHune nHaekca aBugHocTM aHTuTen knacca G (IgG avidity) k
BMpYycy kpacHyxu (Rubella virus) B kposu

1 nccnemoBanme

800,00

201503

A26.06.071

Onpegenenne anTuTen K BUpYycCy kpacHyxu (Rubella virus) B kposu, 1gG,
(MMMYHOBOT), KaYECTBEHHO

1 nccnemoBanne

1700,00

MUP-anarHocTrMka KpacHyxu

211500

A26.05.039.001

Onpegenenvne PHK Bupyca kpacHyxu (Rubella virus) metogom MNMLIP B
nepudepryeckon 1 NynoBMHHON KPOBUW, Ka4eCTBEHHOE nccrneaoBaHne

1 uccnemoBanne

1100,00

TOKCOMJIABMO3

AHTUTENna K TOKConnasmam

201600

A26.06.081.002

Onpegenexuve anTtuten knacca M (IgM) k Tokconnasme (Toxoplasma
gondii) B KpOBM, KAYECTBEHHO

1 nccnemoBanne

350,00

201601

A26.06.081.001

Onpegenenue anTuten knacca G (IgG) k Tokconnasme (Toxoplasma
gondii) B KpOBM, KAYECTBEHHO

1 uccnemoBanue

350,00

201602

A26.06.081.003

OnpegeneHve nHaekca aBmgHocTy aHTuTen knacca G (IgG avidity) aHTw

1 uccnenoBanue

800,00

201603

A26.06.081.001

Onpegenenue anTuten knacca G (IgG) k Tokconnasme (Toxoplasma
gondii) B KpOBM, KONNYECTBEHHO

1 uccnemoBanue

400,00

201604

A26.06.081.002

Onpegenexuve avtuten knacca M (IgM) k Tokconnasme (Toxoplasma
gondii) B KpOBM, KONMYECTBEHHO

1 nccnemoBanne

400,00

201605

A26.06.081

Onpepgenexue aHTuTen K Tokconnasme (Toxoplasma gondii) B kpoBw,
IgA

1 uccnenoBanue

300,00

MUP-auarHocTMka Tokconnasmosa

211600

A26.05.013.001

Onpegenenve OHK tokconnasmbl (Toxoplasma gondii) metogom MNLP B
nepudepr4ecKon N MynoBMHHONM KPOBW, KAYECTBEHHO

1 uccnenoBanue

450,00

211601

A26.30.026.001

Onpegenenue [IHK Tokconnasm (Toxoplasma gondii) B GuonTtaTtax unm
NyHKTaTax u3 o4aroB NOPaKeHWs1 opraHoB 1 TkaHen metogom MNLP
(Ma30K M3 POTOrMOTKN) KAYECTBEHHO

1 uccnenoBanue

300,00

211602

A26.30.026.001

Onpegenenue [1HK Tokconnasm (Toxoplasma gondii) B GuonTtaTtax unm
NyHKTaTax u3 o4aroB NMOPaKeHWs1 opraHoB 1 TkaHen metogom MNLP
(Ma30K M3 POTOrMOTKM) KONMYECTBEHHO

1 uccnenoBanue

370,00

211603

A26.30.026.001

Onpegenenue [IHK Tokconnasm (Toxoplasma gondii) B GuonTtaTtax unm
nyHKTaTax u3 o4aroB NOPaxXeHWs1 opraHoB 1 TkaHen metogom MNLP
(Mo4a) ka4yecTBEHHO

1 nccnemoBanue

300,00

211604

A26.30.026.001

Onpegenenue [HK Tokconnasm (Toxoplasma gondii) B GuonTaTtax unm
nyHKTaTax u3 o4aroB NOPaxXeHWs1 opraHoB 1 TkaHen metogom MNLP
(Mo4a) konNM4ecTBEHHO

1 uccnemoBanne

370,00

211605

A26.30.026.001

Onpegenenue [HK Tokconnasm (Toxoplasma gondii) B GuonTaTtax unm
nyHKTaTax “3 o4aroB NOPaXeHWs1 opraHoB 1 TkaHen metogom MNLP
(apyrov buomatepuman) kKa4eCTBEHHO

1 nccnemoBanue

300,00

211606

A26.30.026.001

Onpegenenve [HK Tokconnasm (Toxoplasma gondii) B GuonTaTtax unm
nyHKTaTax u3 o4aroB NOPaxXeHWs1 opraHoB 1 TkaHen metogom MNLP
(apyrov buomatepuman) KornmM4ecTBEHHO

1 uccnemoBanue

370,00

LIMTOMEFANNIOBUPYCHAA UHOEKLUWA (LIMB)

AnTUTEna K untomeranosupycy (Cytomegalovirus, LIMB)

201703

A26.06.022.003

OnpegeneHuve nHaekca aBuaHocTy aHTuTen knacca G (IgG avidity) k uuT

1 uccnemoBaune

800,00

201704

A26.06.022.002

Onpegenexue aHTuTen knacca M (IgM) k uMTomeranoBsupycy
(Cytomegalovirus) B KpoBM1, KONNYECTBEHHO

1 uccnemoBanne

400,00

201705

A26.06.022.001

Onpegenexuve antuten knacca G (IgG) k uMTomeranosupycy
(Cytomegalovirus) B KpOBM, KONMMYECTBEHHO

1 nccnemoBanue

400,00

201706

A26.06.021

Onpegenexune aHTuTen Kk uutomeranosupycy (Cytomegalovirus) B
kpoBw, IgG (MMMYHOBOT), KAYECTBEHHO

1 uccnemoBanne

2500,00

MNMUP-guarHoctuka umtomeranosupyca (LIMB)

1 uccnemoBanne

211700

A26.05.017.001

Onpegenexve OHK untomeranosupyca (Cytomegalovirus) metogom
MLP B nepudepunyeckon 1 NynoBMHHOM KPOBM, KAYECTBEHHOE
uccnegoBaHue

1 uccnemoBanne

450,00

211701

A26.05.017.002

Onpegenexve OHK untomeranosupyca (Cytomegalovirus) BMeToaom
MLP B nepudepunyeckon 1 NnynoBMHHON KPOBK, KONTMYECTBEHHOE
uccnegoBaHue

1 uccnemoBanne

520,00

211702

A26.28.009.001

Onpegenenve OHK untomeranosumpyca (Cytomegalovirus) B Moye MeTOf

1 nccnemoBanue

230,00




211703

A26.28.009.002

Onpegenenve OHK untomeranosmpyca (Cytomegalovirus) B Moye MeTOf

1 nccnemoBanne

250,00

211690

A26.21.010.001

Onpegenenne AHK untomeranosmpyca (Cytomegalovirus) B
oTAensemom u3 ypetpel metogom lNLIP, kayecTBeHHOe nccnegoBaHne

1 nccnemoBanne

230,00

211691

A26.21.010.002

Onpegenenue OHK untomeranosupyca (Cytomegalovirus) B
oTaensiemom us ypetpbl Mmetogom lMLP, konnyecteseHHoe
nccnegosaHve

1 nccnemoBanue

250,00

211706

A26.07.007.001

Onpegenenne OHK untomeranosmpyca (Cytomegalovirus) metogom ML

1 nccnemoBanme

230,00

211707

A26.07.007.002

Onpegenenue OHK untomeranosupyca (Cytomegalovirus) metogom IL

1 nccnemoBanne

250,00

211708

A26.08.058.001

Onpegenenve OHK untomeranosumpyca (Cytomegalovirus) B Ma3kax co
cnusuncTon obonoykn potornotku metogom MNUP, kauectBeHHOE
nccnegosaHvne

1 nccnemoBanne

230,00

211709

A26.08.058.002

Onpegenenve OHK untomeranosumpyca (Cytomegalovirus) B Ma3kax co
cnuaucton obonoyku potornotkn metogom MNLP, konvyecTBeHHoE
uccnegoBaHvne

1 nccnemoBanne

250,00

211710

A26.20.011.001

Onpegenenve OHK umntomeranosupyca (Cytomegalovirus) B
OTAeNseMOoM U3 LiepBuKanbHoro kaHana metogom lNLP, kayecTBeHHOe
uccnegosaHvne

1 nccnemoBanne

230,00

211711

A26.20.011.002

Onpegenenve OHK untomeranosupyca (Cytomegalovirus) B
oTAensieMoM 13 LepBuKanbHOro kaHana metogom MNLUP,
KONMYeCTBEHHOE NCCnefoBaHve

1 nccnemoBanne

250,00

211692

A26.20.014.001

Onpegenenve OHK umntomeranosupyca (Cytomegalovirus) B
oTgensiemom 13 Bnaranvila metogom lMUP, kauectBeHHOE
uccnegoBaHvne

1 uccnemoBanne

230,00

211693

A26.20.014.002

Onpegenenve OHK untomeranosupyca (Cytomegalovirus) B
oTgensiemom 13 Bnaranviia metogom lMNMUP, konuuectBeHHOE
uccnegoBaHvne

1 nccnemoBanne

250,00

MPOCTOWM rEPMEC

AHTUTENa K BMpycam npocToro repneca |, Il Tunos

201800

A26.06.045.001,
A26.06.045.002

Onpepgenenue aHTuTen knacca G (IgG) k Bupycy npocTtoro repneca 1
Tuna (Herpes simplex virus 1) B kpoBu, OnpeaeneHve aHTuTen knacca
G (IgG) k Bupycy npoctoro repreca 2 tuna (Herpes simplex virus 2) B
KPOBMW Ka4eCTBEHHO

1 nccnemoBanne

340,00

201801

A26.06.045.003

Onpepgenexue aHTuTen knacca M (IgM) k Bupycy npoctoro reprieca 1 u
2 tunoB (Herpes simplex virus types 1, 2) B kpoBu

1 uccnenoBanue

390,00

201802

HeT

AnTuTena IgA k Bupycy npoctoro reprieca |, Il Tunos (Herpes simplex
virus |, 1)

1 nccnemoBanne

330,00

201803

A26.06.046.002

Onpe,u,eneHme aBMOHOCTM aHTuTen knacca G k BUPYCY NPOCTOro repnecy

1 nccnemoBanne

600,00

201804

A26.06.045.003

Onpepgenenue aHTuTten knacca M (IgM) k Bupycy npoctoro repreca 1 n
2 tunoB (Herpes simplex virus types 1, 2) B kpoBM (MMMyHOGNOT)
KayeCTBEHHO

1 nccnemoBanne

1500,00

201805

A26.06.045.001,
A26.06.045.002

OnpegeneHue aHTuTen knacca G (IgG) k Bupycy npocTtoro repneca 1
Tuna (Herpes simplex virus 1) B kpoBu, OnpeaeneHve aHTUTen knacca
G (IgG) k Bupycy npoctoro reprieca 2 Tuna (Herpes simplex virus 2) B
KpoBM (MMMYHOBIOT) Ka4eCTBEHHO

1 uccnemoBaune

1300,00

201806

A26.06.045.003

Onpegenexue aHTuTen knacca M (IgM) k Bupycy npoctoro repreca 1 v 2

1 uccnemoBaune

400,00

201807

A26.06.045.001

Onpegenenue aHTuTen knacca G (IgG) k Bupycy npocTtoro repneca 1
Tuna (Herpes simplex virus 1) B kpoBu

1 uccnemoBaune

500,00

201808

A26.06.045.003

OnpegeneHue aHTuTen knacca M (IgM) k Bupycy npoctoro repreca 1 v 2

1 uccnemoBaune

400,00

201809

A26.06.045.002

Onpegenenue anTuTen knacca G (IgG) k Bupycy npocroro repreca 2
Tuna (Herpes simplex virus 2) B kpoBu

1 uccnemoBaune

450,00

MNMUP-auarHocTuka Bupyca npoctoro repneca | u Il Tuna

211800

A26.01.024.001

Onpegenenue OHK Bupyca npocToro repneca 1 n 2 Tunos B
BE3UKYNAPHON XXMUOKOCTM, cockobax ¢ BbickinaHun metogom lMLP
(Herpes simplex virus 1) (cntoHa) ka4ecTBeHHO

1 uccnemoBaune

230,00

211801

A26.01.024.001

Onpegenexve OHK Bupyca npoctoro reprneca 1 1 2 Tunoe B
BE3VKYNAPHOM XMAKOCTM, cockobax ¢ BbiCbinaHun metogom lMLP
(Herpes simplex virus 1) (cntoHa) Konm4yecTBeHHO

1 uccnemoBanne

280,00

211802

A26.01.024.001

Onpegenexve OHK Bupyca npoctoro reprneca 1 1 2 Tunos B
BE3VKYNAPHOM XMAKOCTHU, cockobax ¢ BbiCbinaHun metogom lMLP
(Herpes simplex virus 1) (Ma30k 13 poTornoTku) Ka4eCTBEHHO

1 nccnemoBanue

230,00

211803

A26.01.024.001

Onpegenenve OHK Bupyca npocToro repneca 1 n 2 Tunos B
BE3UKYNSAPHOM XMAKOCTH, cockobax ¢ BbicbinaHui metogom lMLP
(Herpes simplex virus |) (Ma3ok U3 poTOrnoTkn) KONMYECTBEHHO

1 uccnemoBanne

280,00

211806

A26.28.023.001

Onpegenenve OHK Bupyca npocToro repneca 1 n 2 TMnoB B Moye
metogom MUP (Herpes simplex virus Il) (moya) kayecTBEHHO

1 uccnemoBanne

230,00




211807

A26.28.023.001

Onpepenenvie HK Bypyca npocToro repneca 1 1 2 TMMNoB B MoYe
metogom MNLP (Herpes simplex virus 1) (mo4a) konnyecTBeHHO

1 nccnemoBanme

280,00

211808

A26.01.024.001

Onpegenexve OHK Bupyca npoctoro reprneca 1 1 2 Tunos B
BE3VKYNAPHOM XMUAKOCTH, cockobax ¢ BbicbinaHunin metogom lMNLP,
(Herpes simplex virus Il) (yporeHuTanbHbIn Ma3okK) Ka4eCTBEHHO

1 nccnemoBanne

230,00

211809

A26.01.024.001

Onpepenenve AHK Bupyca npoctoro repneca 1 1 2 Tunos B
BE3UKYNSAPHOW XMOKOCTU, cockobax ¢ BbickbinaHui metogom MLP,
(Herpes simplex virus |l) (yporeHuTanbHbIi Ma3ok) KONMY4eCTBEHHO

1 nccnemoBanne

280,00

211812

A26.05.035.001

Onpegenenue [IHK Bupyca npoctoro repneca 1 n 2 tunos (Herpes
simplex virus types 1, 2) metogom lNLP B kpoBu, kKayecTBeHHOE
nccnegoBaHve

1 nccnemoBanme

450,00

211813

A26.26.012.001

Onpegenexve OHK Bupyca npoctoro repreca 1 n 2 Tunoe (Herpes
simplex virus types 1, 2) B 0TAeNsI€MOM KOHBIOHKTMBbLI MeTogom [MLP
KayeCTBEHHO

1 uccnemoBanue

230,00

211814

A26.01.024.001

Onpegenexve OHK Bupyca npoctoro reprieca 1 n 2 Tunos (Herpes
simplex virus types 1, 2) B BE3uKynsipHOW XWUAKOCTH, cockobax ¢
BbICbIiNaHuin metogom lMLP (cnioHa) KayecTBEHHO

1 uccnenoBanue

230,00

211815

A26.01.024.001

Onpegenexve OHK Bupyca npoctoro reprieca 1 n 2 Tunos (Herpes
simplex virus types 1, 2) B BE3UKynsipHOM XWUAKOCTH, cockobax ¢
BbICbINaHmn metoaom lMLP (mMa3ok 13 poTornoTkn) Ka4eCTBEHHO

1 nccnemoBanne

230,00

211816

A26.21.009.001

Onpegenenue OHK Bupyca npoctoro repneca 1 n 2 tunos (Herpes
simplex virus types 1, 2) B otaensemom uns ypetpbl Mmetogom lMLIP
(yporeHuTanbHbIi Ma3ok) Ka4eCTBEHHO

1 uccnemoBanne

230,00

211819

A26.20.013.001

Onpegenenue OHK Bupyca npoctoro repneca 1 n 2 tunos (Herpes
simplex virus types 1, 2) B oTaensiemom 13 Bnaranviia metogom MNMUP
Ka4yeCcTBEHHO

1 nccnemoBanne

230,00

211817

A26.28.023.001

Onpegenexve OHK Bupyca npoctoro reprieca 1 n 2 tunos (Herpes
simplex virus types 1, 2) B Moye meTtogom lMLIP kayecTBeHHO

1 nccnemoBanne

230,00

FEPNEC 6 TUMNA

1 uccnenoBanue

OwuarHocTtuka BUpyca npocToro repneca 6 TMna

1 nccnemoBanne

201900

A26.06.047.001

Onpegenexve anTuten knacca G (IgG) k Bupycy repneca yenoBeka 6
Tuna (Human herpes virus 6) B kpoBu

1 nccnemoBanne

550,00

MuP-auarHocTuka Bupyca repneca VI Tuna

1 nccnemoBanne

211900

A26.05.033.001

Onpepnenexve OHKBupyca repneca 6 tuna (HHV6) metogom MLP B
nepudepryeckon 1 NynoBMHHOM KPOBU, Ka4eCTBEHHOE MccredoBaHne

1 nccnemoBanne

450,00

211902

A26.07.008

MonekynsipHo-6rornornyeckoe UccrnefoBaHue CritoHbI Ha BUPYC reprneca

1 uccnenoBanue

400,00

211903

A26.07.008.001

Onpegenenue OHK Bupyc repneca yenoseka 6 Tuna (HHV 6) B cnitoHe,
KONMYeCTBEHHOE NCCnefoBaHve

1 nccnemoBanue

450,00

211904

A26.08.060.001

Onpegenenue OHK Bupyca repneca 6 Tuna (HHV6) B Ma3kax co
cnuaucTor obonoyku potornotkn metogom MNLP, kayecTBeHHOE
uccrnenoBaHue

1 uccnemoBaune

400,00

211905

A26.08.060.002

Onpegenenue OHK Bupyca repneca 6 Tuna (HHV6) B Ma3kax co
cnuaucTon obonoykn potornotkn metogom MNLP, konvyecTBeHHoe
uccnenoBaHve

1 uccnemoBaune

450,00

BETPAHASA OCIMA U OMNOACBLIBAIOLLNIA NULLAWN (snpyc
Bapuuenna-3octep)

AHTUTERnA K BOSGyAMTeﬂ}O BeTpilHOVI oCnbl N onoscbiBarwLwero
nuuas, nonykonn4yecrtBeHHoO

202000

A26.06.084

OnpepeneHne aHTUTEN K BUPYCY BETPSHON OCIMbl 1 OMOSICHIBAOLLETO
nuwas Bapuuenna-3octep (Varicella-Zoster virus) B kposu, IgA

1 uccnemoBaune

400,00

202001

A26.06.084.002

Onpegenenue aHTuTen knacca M (IgM) k BUpycy BeTpsiHOW ochibl 1
onoscbiBatoLero nuwas Bapuuenna-3octep (Varicella-Zoster virus) B
KPOBM, KONNYECTBEHHO

1 uccnemoBanne

650,00

202002

A26.06.084.001

Onpegenexve aHtuten knacca G (IgG) k BUpycy BETpsiHOM OCrbl U
onoscbiBatoLlero nuwas Bapuuenna-3octep(Varicella-Zoster virus) B
KpoBM

1 uccnemoBanne

650,00

MLUP-auarHocTMka BETPSIHON OCMbl U ONMOSACHLIBAIOLEro NULLas
(Bupyc Bapuuenna-3ocTtep)

212000

A26.05.042.001

Onpegenenve OHK Bupyca BeTpsiHONM OCMbl M ONOSICBIBAKOLLErO NuLas
Bapuuenna-3octep (Varicella-Zoster virus) B kpoBu metogom lMNLP,
KavyecTBeHHOe uccrefoBaHve

1 nccnemoBanue

450,00

212001

A26.01.006.001

Onpegenenve OHK Bupyca BeTpsiHONM OCMbl M ONOSICBIBAKOLLErO NuLas
Bapuuenna-3octep (Varicella-Zoster virus) B BE3VUKyNSipHOM XWAKOCTH,
cockobax ¢ BbicbinaHuii metogoM lMLIP (cntoHa) kayecTBEHHO

1 uccnemoBanne

510,00




212002

A26.01.006.001

Onpegenenve OHK Bupyca BeTpsiHOM OCMbl M OMNOSIChIBAKOLLErO NuLas
Bapuuenna-3octep (Varicella-Zoster virus) B BE3UKynsipHOW XWAKOCTH,
cockobax ¢ BbicbinaHuii MetogoMm lMLP (ma3ok u3 poTornoTku)
Ka4yeCTBEHHO

1 nccnemoBanne

510,00

212004

A26.01.006.001

Onpegenenne [IHK Bupyca BeTpsiHOM OCMbl M ONOSIChIBAIOLLErO fMLas
Bapuuenna-3ocTtep (Varicella-Zoster virus) B Be3UKynsipHOW XUAKOCTH,
cockobax ¢ BbickinaHunin metogom lMLP (yporeHnTanbHbIA Ma3ok)
KayecTBEHHO

1 nccnemoBanme

510,00

212005

A26.01.006.001

Onpegenenne [IHK Bupyca BeTpsiHOM OCMbl M ONOSIChIBAIOLLErO fMLas
(Varicella-Zoster virus) B Be3vKynsipHOM XMOKOCTM, cockobax
BbICbINaHun metogom MNLP kavyecTtBeHHO

1 nccnemoBanne

510,00

MHOEKLMOHHBIA MOHOHYKINEOS3 (Bupyc dnwreiHa-Bappa)

AHTUTena k Bupycy dnwreinHa-bappa (VCA)

202100

A26.06.029.001

Onpegenenue anTuten knacca M (IgM) k kancugHomy aHtureHy (VCA)
Bupyca AnwrtenHa-bapp (Epstein-Barr virus) B kposu

1 nccnemoBanne

450,00

202101

A26.06.029.002

Onpegenenue anTtuten knacca G (IgG) k kancugHomy aHtureHy (VCA)
BMpyca AnwrtenHa-bapp (Epstein-Barr virus) B kposu

1 nccnemoBanne

450,00

202102

A26.06.029.002

Onpegenenue anTtuten knacca G (IgG) k kancugHomy aHtureHy (VCA)
BMpyca AnwrtenHa-bapp (Epstein-Barr virus) B kpoBu, aBUOHOCTb

1 nccnemoBanne

800,00

202103

A26.06.030

Onpegenexve antuten knacca G (IgG) k paHHuMm 6enkam (EA) Bupyca 3

1 uccnemoBanue

750,00

202104

A26.06.031

Onpepgenenue anTuten knacca G (IgG) k saepHoMy aHTureny (NA) Bupy!

1 nccnemoBanne

400,00

202105

A26.06.028

Onpegenenve antuten knaccos M, G (IgM, 1gG) k Bupycy dnwteiHa-
Bappa (Epstein-Barr virus) B kposu, (IgM, "MMyHOBNOT, Ka4eCTBEHHO)

1 nccnemoBanne

1600,00

202106

A26.06.028

Onpegenenue anTuTten knaccos M, G (IgM, 1gG) k Bupycy dnuwteiHa-
Bappa (Epstein-Barr virus) B kpoBu, (IgG nmmyHOBMOT, Ka4eCTBEHHO)

1 nccnemoBanne

1600,00

NLUP-guarHocTnka MH(EKLMOHHOro MOHOHYKNeo3a (BUpYyC
AnuwrenHa-bappa)

1 nccnemoBanne

212100

A26.05.011.001

Onpegenenve OHK Bupyca SnwreriHa-bapp (Epstein-Barr virus)
metogom lMNMUP B nepudepunyeckon 1 nynoBUHHOM KPOBM, Ka4eCTBEHHOE
uccnegosaHve

1 uccnenoBanue

450,00

212101

A26.05.011.002

Onpegenenve HK Bupyca SnwreriHa-bapp (Epstein-Barr virus)
metogom lMUP B nepudepunyeckon 1 nynoBUHHON KPOBMU,
KONMYeCTBEHHOE 1ccrneaoBaHne

1 uccnenoBanue

550,00

212103

A26.08.059.002

Onpegenenve OHK Bupyca SnwrernHa-bapp (Epstein-Barr virus) B
MasKax co Crm3ucTorn 06onoYkm potornoTku metogom MLP,
KONMYeCTBEHHOE 1ccrneaoBaHune (CrioHa)

1 uccnenoBanue

350,00

212104

A26.08.059.001

Onpegenenve OHK Bupyca SnwreriHa-bapp (Epstein-Barr virus) B
Maskax co Crm3ucTon 06onoykm potornoTku metogom MLP,
KayeCTBEHHOE UccrefoBaHve

1 nccnemoBanue

300,00

212105

A26.08.059.002

Onpegenenve OHK Bupyca SnwreriHa-bapp (Epstein-Barr virus) B
MasKkax co Crm3ucTorn 06onoykm potornoTku metogom MLP,
KONMYeCTBEHHOE UCCnefoBaHve

1 uccnemoBanne

350,00

212106

A26.30.017.001

Onpegenenve HK Bupyca SnwreriHa-bapp (Epstein-Barr virus) B
6uonTaTax u NyHKTaTax 13 04aroB NopakeHUsi OpraHoB 1 TKaHemn
meTogom lMLP, kauecTBEeHHOE uccregoBaHve

1 uccnemoBaune

300,00

212107

A26.30.017.002

Onpegenenue OHK Bupyca SnwreriHa-bapp (Epstein-Barr virus) B
GuonTaTax U NyHKTaTax U3 o4aroB NopakeHUsi OpraHoB 1 TKaHeM
metogom lMUP, konuyecTBeHHOE nccnegoBaHne

1 uccnemoBanne

350,00

KOMMJIEKCHBIE UCCNEQOBAHUSA UHOEKLIMA METOAOM MLP

400008

A26.20.032

MonekynsipHo-61onormyeckoe nccrnefoBaHve BraranuLHoro
OTAENAEeMOro Ha MUKPOOPraHN3Mbl-MapKkepbl 6akTepranbHOro BarmHo3a
(Pemodpriop-8 (OHK)

1 uccnemoBanne

1200,00

KoHTponb B3ATMS MaTepnana (snaranviie, LepBuKkasbHbIA KaHar,
ypeTpa)

O6uas 6akTepuanbHas macca

OHK nakto6auunn (Lactobacillus spp.)

OHK sHTepobakTepuin (Enterobacterium spp.)

OHK ctpenTtokokkoB (Streptococcus spp.)

OHK rapgHepennsl (Gardnerella vaginalis) + OHK npesoTennbl
(Prevotella bivia) + AHK nopdurpomonacos (Porphyromonas spp.)




OHK ay6aktepuin (Eubacterium spp.)

OHK mukonnasmel (Mycoplasma hominis )

OHK kangnapl (Candida spp. )

OHK mukonnasmel (Mycoplasma genitalium )

400009

A26.20.032

MonekynsipHo-61onormyeckoe uccrnefoBaHve BrnaranuLHoro
OTAENAEMOro Ha MUKPOOPraHN3Mbl-MapKkepbl 6akTepyanbHOro BarmHo3a
(Pemodpriop-16 (OHK)

1 nccnemoBanme

2100,00

KoHTponb B35TMS MaTepnana (snaranviie, LepBuKasbHbIA KaHan,
ypeTpa)

O6was 6akTepuanbHasi macca

OHK nakto6auunn (Lactobacillus spp.)

OHK sHTepobGakTepuin (Enterobacterium spp.)

OHK ctpenTtokokkoB (Streptococcus spp)

OHK cracunokokkos (Staphylococcus spp)

OHK rapgHepennel (Gardnerella vaginalis) + OHK npesoTennbi
(Prevotella bivia) + AHK nopdupomoHacos (Porphyromonas spp)

OHK ay6aktepuin (Eubacterium spp)

OHK dysobaktepui (Sneathia spp+ Leptotrichia spp+ Fusobacterium
spp)

OHK meracdepsl (Megasphaera)+OHK seiinonenn (Veillonella
spp)+AHK gnanuctepos (Dialister spp)

OHK naxHob6aktepuw (Lachnobacterium spp)+0OHK knoctpuann
(Clostridium spp)

OHK mobunyHkycos (Mobiluncus spp)+dHK kopvHebakTepuit
(Corinebacterium spp)

OHK nentoctpenTokokkoB (Peptostreptococcus spp)

OHK aTono6uyma (Atopobium vaginae)

OHK mukonnasmel (Mycoplasma hominis)

OHK ypeanna3smbl (Ureaplasma species)

OHK kananapl (Candida spp. )

OHK mukonnasmel (Mycoplasma genitalium)

400011

A26.20.032

MonekynspHo-6ronormyeckoe nccrnenoBaHve BraranuLHoro
OTAENAEeMOro Ha MUKPOOPraHn3Mbl-Mapkepbl bakTepmanbHOro BarmHosa
(PnopoueHos - bakTepranbHbIi BarnHo3)

1 nccnemoBanne

800,00

OHK 6aktepuin

OHK Lactobacillus spp.

OHK Gardnerella vaginalis

OHK Atopobium vaginae

400012

A26.20.032

MOJ'IeKyﬂHpHO-GMOHOFM‘-IeCKOG nccneanosaHve BnaranuwHoOro
oTaendemMoro Ha MMKpOOpFaHMSMbI-MapKepr 6aKTepV|aanoro BarmMHo3a
(®ITOPOLIEHO3)

1 uccnemoBaune

1400,00

OHK 6akTtepui

OHK Lactobacillus spp.

OHK Gardnerella vaginalis

OHK Atopobium vaginae

OHK Enterobacteriaceae

OHK Staphylococcus spp.

OHK Streptococcus spp.

OHK Ureaplasma parvum

OHK Ureaplasma urealyticum

OHK Mycoplasma hominis

[OHK Candida albicans

OHK Candida glabrata

[OHK Candida krusei

OHK Candida parapsilosis / QHK Candida tropicalis

400013

A26.20.032

MonekynsipHo-61onormyeckoe nccrnefoBaHve BraranuLHoro
OTAENAEeMOro Ha MUKPOOPraHN3Mbl-MapKkepbl 6akTepranbHOro BarmHo3a
(PNOPOLIEHOS3- komnnekcHoe nccnegosaHue, (Bkntodaetr NCMT))

1 nccnemoBanue

2000,00

OHK 6akTepuin (Bnaranuiie)




OHK Lactobacillus spp.

OHK Gardnerella vaginalis

OHK Atopobium vaginae

OHK Enterobacteriaceae

OHK Staphylococcus spp.

OHK Streptococcus spp.

OHK Ureaplasma parvum

[HK Ureaplasma urealyticum

OHK Mycoplasma hominis

OHK Candida albicans

OHK Candida glabrata

[OHK Candida krusei

IHK Candida parapsilosis / JHK Candida tropicalis

OHK Neisseria gonorrhoeae

OHK Chlamydia trachomatis

OHK Mycoplasma genitalium

OHK Trichomonas vaginalis

400014

A26.21.036.001

Onpegenenve [IHK Bo3byanTenen nHdekumn nepesasaemble NONOBbLIM
nytem (Neisseria gonorrhoeae, Trichomonas vaginalis, Chlamydia
trachomatis, Mycoplasma genitalium) B otaensemom u3 ypeTtpsbl
meTtogom MUP (AHapodnop ckpuH)

1 uccnemoBanue

1900,00

eHomHasa OHK venoseka (FOY)

O6was 6akrepuansHas macca (OBM)

Lactobacillus spp.

Staphylococcus spp.

Streptococcus spp.

Corynebacterium spp.

Gardnerella vaginalis

Ureaplasma urealyticum

Ureaplasma parvum

Mycoplasma hominis

Enterobacteriaceae/Enterococcus spp.

Candida spp.

Mycoplasma genitalium

Trichomonas vaginalis

Neisseria gonorrhoeae

Chlamydia trachomatis

400015

A26.21.036.001

Onpegenenve OHK Bo3byanTenen uHdekLmm nepegasaemble NonoBbIM
nytem (Neisseria gonorrhoeae, Trichomonas vaginalis, Chlamydia
trachomatis, Mycoplasma genitalium) B otaensiemom u3 ypetpsbl
meTtogom MUP (Angpodriop)

1 uccnemoBaune

2500,00

eHomHasa AHK yenoseka (FOY)

Ob6was 6akrepuansHas macca (OBM)

Lactobacillus spp.

Staphylococcus spp.

Streptococcus spp.

Corynebacterium spp.

Gardnerella vaginalis

Megasphaera spp./Veilonella spp./Dialister spp.

Sneathian spp./Leptotrihia spp./Fusobacterium spp.

Ureaplasma urealyticum

Ureaplasma parvum

Mycoplasma hominis

Atopobium cluster

Bacteroides spp./Porphyromonas spp./Prevotella spp.




Anaerococcus spp.

Peptostreptococcus spp./Parvominas spp.

Eubacterium spp.

Heamophilus spp.

Pseudomonas aeruginosa/Ralstonia spp./Burkholderia spp.

Enterobacteriaceae/Enterococcus spp.

Candida spp.

Mycoplasma genitalium

Trichomonas vaginalis

Neisseria gonorrhoeae

Chlamydia trachomatis

NAMBIINO3

Onpepgenenue aHTuTen knaccos A, M, G (IgM, IgA, 1gG) k nambnusam B

202200 |A26.06.032 1 uccnenoBanue 370,00
Kposwu, IgM

202201 |A26.06.032 Onpegenenne anTtuTen knaccos A, M, G (IgM, IgA, 1gG) k nambnvam B 1 HecnenoBate 420,00
KpPOBM, CyMMapHble

202203 |A26.06.032 Onpegenexve aHTuten K NnsamMo6nusm B kposu, 1gG 1 uccnemoBanue 350,00

202204 | A26.06.032 Spr:)iiueneme aHTuTen knaccoB A, M, G (IgM, IgA, 1gG) k nambnuam B 1 HecnenoBate 700,00

202205 |A26.19.037 Onpe,u,ej:leHme aHTureHoB naAm6nui (Giardia lamblia) B o6pa3uax | MccreoBaHHE 900,00
dekanuin
XEJTMKOBAKTEPNO3

202301 |A26.06.033 OnpegeneHue aHTUTEN K Xenukobaktep nunopwu (Helicobacter pylori) B | MccreoBaHHE 450,00
Kposw, IgM

202302 |A26.06.033 Onpegenenne anTuTen K xenukobakrep nunopwu (Helicobacter pylori) B 1 HecenoBate 430,00
KpoBM, IgA

202303 |A26.06.033 OnpegeneHue aHTUTEN K Xenukobaktep nunopu (Helicobacter pylori) B | Mccre0Batme 500,00
Kposu, 190G
MNMUP-auarHocTuka xenukob6akrepmosa
Onpepgenenune OHK xenukobaktep nunopu (Helicobacter pylori) B

212300 |A26.19.070.001 o6pasLiax tekanuii metogom MLIP 1 uccnenoBanue 500,00
MonekynspHo-6uonornyeckoe nccrnefoBaHvie dekanuii Ha

212301 |A26.19.070 xenvkobakrep nunopwu (Helicobacter pylori) (onpeageneHne aHTureHa 1 ucciemoBanue 1100,00
xenukobakTtepa B kane)
FENbMUHTO3bI

202400 |A26.06.080 OnpepgeneHve aHTUTEN K TOkcokape cobak (Toxocara canis) B KpoBu 1 mccnemoBanne 340,00
Onpegenexne aHTuTEenN K Bo3byaumTento onuctopxo3sa (Opisthorchis

202401 |A26.06.062 felineus) & KpoBu, 19G, KaueCTBEHHO 1 uccnemoBanue 340,00

202402 | A26.06.062 Or.|pe,c|,eneHme aHTUTen k Bo3dyautento onuctopxo3a (Opisthorchis | Mccien0BaMme 340,00
felineus) B kpoBu, IgM, kayecTBeHHO

202403 |HeT LIMK, cogepxalume aHTUreHbl OnMCTOPXOB 1 uccnenoBanue 610,00

202404 |A26.06.079 OnpegeneHue aHTuTen Kk TpuxuHennam (Trichinella spp.) B kposwy, 1gG, | Mccien0BaMme 340,00
KayeCTBEHHO

202405 |A26.06.024 Onpepgenenue anTuten knacca G (IgG) kK 9XMHOKOKKY OffHOKaMepHOMY B T —. 340,00
KpOBM, Ka4E€CTBEHHO
OnpegeneHue aHTUTEN Kk ackapuaam (Ascaris lumbricoides), 1gG,

202406 |A26.06.121 1 uccnenoBanue 340,00
KayeCTBEHHO
OnpegeneHue aHTUTEN K Bo3byauTensam Lwumctocomosa (Schistosoma

202407 |A26.06.124 haemotobium/mansoni/japonicum), IgG, ka4ecTBeHHO 1 ccnenosanue 520,00
OnpepeneHve aHTUTeN k Bo3byauTensmM CTpoHrMnnonaosa (yrpuubl

202408 |A26.06.123 kuweyHble) (Strongyloides stercoralis), 1gG 1 nccnenosanue 520,00

202409 |A26.06.122 OnpegeneHune aHTUTEN K TeHUMAaAM (LUMcTuuepkam ceuHoro uenHs) (Tael 1 uccienoBaHue 520,00
OnpegeneHune aHTUTEN K BO3byauTensam dacumonesa (MeYyeHouHbIN

202410 |A26.06.125 cocanbLuk) (Fasciola hepatica) 1 nccnenopanne 520,00

202411 |A26.06.120 anegenewe aHTUTEn Kk Bo3dyauTtenam knoHopxo3sa (Clonorchis | HeceoBanHe 900,00
sinensis)
WWIENNE3 1 uccnenoBanue
AHTUTENA K Wurennam (Gu3eHTepumn) 1 uccnemoBanne
Onpegenexve antuten knaccos M, G (IgM, 1gG) k wwurenne (Shigella

202500 |A26.06.098 A26.06.097 |flexneri |-V, VI), onpeaenenune antuten knaccos M, G (IgM, 1gG) k 1 uccimenoBanue 1150,00

wurenne 3oHHe (Shigella sonnei) (PMICA, TMTp) B KpoBM




Onpegenenue anTtuten knaccos M, G (IgM, 1gG) k wurenne ®nekcHepa

202501 |A26.06.098 A26.06.097 |(Shigella flexneri 1-V), onpegenenve aHtuten knaccos M, G (IgM, IgG) 1 uccimemoBanue 800,00
K wurenne 3oHHe (Shigella sonnei) B kposu
CANbMOHEINE3 1 uccnenoBanue
AHTUTENna K canbMoHennam 1 uccnenoBanue
Onpepgenexune aHTUTEN K canbMoHenne kuweyHoun (Salmonella

202601 (A26.06.073 enterica) B kpoBu (PIIA, TuTp) 1 necnenosanne 750,00
OnpegeneHue aHTUTEN K canbMoHenne napatudga A (Salmonella

202602 |[A26.06.074 paratyphy A) 8 kposy (PA, TuTp) 1 uccnemosanme 750,00
MUP-anarHocTuka canbMoHennesa 1 uccnenoBanue

212600 |A26.19.064.001 Onpegenenve AHK MukpoopraHnamoB poga canbmoHenna (Salmonellad 1 ucciaenoBanue 750,00
BPIOLLIHON TUD 1 uccienoBanue
AHTUTena Kk Bo30yauTento 6prowHoro tTndga 1 uccnenoBanue
Onpegenenne anTuTen Kk canbmoHenne tudu (Salmonella typhi) B

202700 1A26.06.077 KpoBM (aHTuTena k Vi-aHTureHy Bobyautensi 6prowHoro Tuda) 1 ccnenosarue 320,00
MEPCUHUNO3 N NCEBAOTYBEPKYIJIE3 1 uccnenoBanue
AHTUTENa K NePCUHUAM 1 uccnenoBanue
OnpepeneHvie aHTUTEN k cepoBapaM MEPCUHNN SHTEPOKONUTUKA

202800 |A26.06.086 (Yersinia enterocolitica) & kposu, IgA 1 uccnenoBanue 850,00
Onpepenenvie aHTuTen knaccos M, G K MepCMHUM 3HTEPOKONUTUKA

202801 |A26.06.093 (Yersinia enterocolitica) B kpoeu, 1gG 1 uccnenoBanue 850,00
Onpegenenue anTuTten knaccoB M, G K MEPCUHUN SHTEPOKONUTUKA

202802 |A26.06.093 (Yersinia enterocolitica) & kposu, IgM 1 uccnenoBanue 850,00
OnpepeneHvie aHTUTeN Kk cepoBapaM MEPCUHNN 3HTEPOKONUTHKA

202803 |A26.06.086 (Yersinia enterocolitica) B kpoBu 1 uccnemoBanue 800,00

202804 |A26.06.086 OnpepeneHve aHTUTEN k cepoBapaM nepcuHumn aHtepokonutuka (Yersinl 1 ucciaenoBanue 550,00
Onpegenenve antuten knaccos M, G (IgM, 1gG) k nepcuHmmn

202805 |A26.06.094 ncespnotybepkynesa (Yersinia pseudotuberculosis) B kpoBu, (PINTA, 1 uccnenoBanue 400,00
TMTP)
MNLP-anarHoctuka Bo3dyautens nceBaoTybepkynesa 1 uccnenoBanue
Onpegenenve HK Bo3byanTtensa ncesgotybepkynesa (Yersinia

212800 1A26.19.067.001 pseudotuberculosis) B obpa3uax dpekanuin metogom MLP 1 ccnenosanue 450,00
*BHumaHue! Heobxooum oTaenbHbi KOHTENHep! 1 uccnenoBanue
AMEBUWA3 1 uccnenoBanue
Onpegenenne anTtuten knaccos A, M, G (IgA, IgM, 1gG) k amebe

202900 |A26.06.026 ructonutuka (Entamoeba histolytica) B kposu 1 ccnenosanue 600,00
NENLUMAHMO3 1 uccrenoBanue

203000 |[A26.06.053 Onpegenexue aHTuTen K neviuManum (Leischmania) B kpoBu 1 uccimemoBanue 400,00
OPOXCKEBBIE FPUBbI POOA Saccharomyces cerevisiae 1 ucciemoBanue
OnpegeneHue aHTUTEN K ApoXokeBbIM rpubam caxapomuuieTam 1 uccnemoBanue
AHTUTENa K ApoXokeBbIM rpmbam caxapomuuetam Saccharomyces

203100 |HeT cerevisiae (ASCA), IgG 1 uccnenoBanue 800,00
AHTWTEna K ApoXxokeBbIM rpmbam caxapomuuetam Saccharomyces

203101 |HeT cerevisiae (ASCA), IgA 1 uccnemoBanue 800,00
SHTEPOBUPYCHAA NHOEKLUA 1 uccnemoBanue
MLUP-auarHocTuka aHTepoBUPYCcOB 1 uccimemoBanue

213200 |A26.19.072.001 Onpe,qej:leHme PHK He nonvomuenunTHbIX 3HTEPOBMPYCOB B 06pas3Luax | Mccien0BaMme 570,00
dekanuii metogom lMNLP
POTABUPYCHAA MHOEKLINA 1 uccnemoBanne
NUP-auarHocTuka potasupycos Au C 1 uccnemoBanue

213300 |A26.19.074.001 Onpegenenne PHK potaBupycos (Rotavirus gr.A) B obpasuax dekanvi T p— 750,00
metogom MNP
MonekynsipHo-6rornoruyeckoe uccrnefoBaHve ekanuii Ha poTaBmpychl

213301 |A26.19.074 (Rotavirus gr.A), UMXA 1 uccnenoBanue 570,00
KOMMJEKCHBIE UCCNEQOBAHUSA KULLEYHbBIX UHOEKLIUA 1 uccnenoBanue
MUP-auarHocTvka KuwevHbIX UHheKumnm 1 uccnemoBanue

200027 |wer MUP-gnarHoctuka OKU-TecT (Shigella spp., Salmonella spp., T S p— 1500,00

Adenovirus F, Rotavirus A, Novovirus 2, Astrovirus) (kan) ka4ecTBeHHO




Onpegenenve OHK anaporeHHbix awepuxun (HK aHTeponaToreHHbIx
E.coli, EPEC / OHK aHTepoTokcureHHbix E.coli, ETEC / AHK

400028 |A26.19.069.001 aHTepomHBa3nBHbix E.coli, EIEC / [JHK aHTeporemopparnyeckux E.coli, 1 uccnemosanme 1500,00
EHEC / OHK aHTepoarreratusHbix E.coli, EAGEC) B o6pasuax dekanuii
metogom lMLP
PECMUPATOPHbIE BUPYCHbBIE UH®EKLUU 1 uccnenoBanue
AOEHOBUPYCHASA MH®EKLINA 1 uccnenoBanue
AHTUTEna K ageHoBUpycy 1 uccnenoBanue
203400 |A26.06.005 Spr(l)iiuenewe aHTuTen knaccos M, G. k ageHosupycy (Adenovirus) B 1 HecnenoBae 630,00
203401 |HeT AunTnTena IgA k ageHoBupycy (Adenoviridae) 1 uccnenoBanue 630,00
203402 | A26.06.005 Onpegenenue anTuten knaccos M, G k ageHosupycy (Adenovirus) B 1 HecnenoBae 630,00
KpoBu, 1gG
MUP-anarHoctMka apeHoBupyca 1 ucciemoBanue
MUP-gnarHocTuka ageHosupyca (tunel 3, 2, 5, 4, 7, 12, 16, 40, 41, 48)
213400 |HeT (KDOBI) KAYECTBEHHO 1 uccnenoBanue 1100,00
Onpegenexve OHK ageHoBupyca (Human Adenovirus) (tunei 3, 2, 5, 4,
213401 |A26.08.022.001 7,12, 16, 40, 41, 48) B Ma3kax CO CMM3NCTON 0BOMOYKM HOCOTMOTKM 1 uccnenoBanue 1100,00
(ma3ok n3 Hoca) meTogom [MLIP
Onpegenexve OHK ageHoBupyca (Human Adenovirus) (tunei 3, 2, 5, 4,
213402 |A26.08.022.001 7,12, 16, 40, 41, 48) B Ma3kax CO CM3NCTON 0BOMOYKM HOCOTMOTKM 1 uccnemoBanue 1100,00
(masok u3 3esa) metogom lNLP
Onpepgenenve OHK ageHoBupyca (tunbl 3, 2, 5, 4, 7, 12, 16, 40, 41, 48)
213403 1A26.09.018.001 B BpOHX0anNbLBEONAPHON NaBaXHOW XuaKocTn (MokpoTta) metogom lMNLP 1 nccnenosarne 1100,00
CBUHOM reunn 1 uccaenoBaHme
MUP-anarHocTMka pecnmpaTopHbIX BUPYCHbIX MHAEKLUN 1 uccnenoBanue
Onpegenenne PHK Bupyca rpunna A/H1N1 (cBuHow rpunn) (Influenza
213500 |A26.08.019.001 virus A) B Maskax Co CnmM3ncTol 060noYKM HOCOrMOTKM, (Ma3oK U3 Hoca) 1 uccnenoBanue 1500,00
metogom MUP
Onpegenenne PHK Bupyca rpunna A/H1N1 (ceuHow rpunn)(Influenza
213501 |A26.08.019.001 virus A) B Ma3kax CO CM3ncTol 060M04KM HOCOrMOTKM, (Ma3oK U3 3eBa) 1 uccnenoBanue 1500,00
metogom MNP
reunn 1 uccnenoBanue
Onpegenenune PHK Bupyca rpunna A/H1N1, A/H3N2, (Influenza virus
213600 |A26.08.019.001 A) B Ma3kax co CrnsmcTon 060M04KN HOCOrMOTKA (Ma3ok 13 1 ucciemoBanue 2200,00
HocornoTku) metogom lMLP, kayecTBEHHO
Onpegenenune PHK Bupyca rpunna A/H1N1, A/H3N2, (Influenza virus
213601 |A26.08.019.001 A) B Maskax co cnuaucTo 06onoyku HocornoTku (Masok u3 potornotkn) | 1 mucciaenoBanue 2200,00
metogom lMUP, kayecTBEHHO
Onpegenenune PHK Bupyca rpunna A (Influenza virus A) B ma3kax co
cnmaucTon obono4ku HocornoTku metodom MNLIP, onpegenenve PHK
A26.08.019.001, . _
213602 Bupyca rpunna B (Influenza virus B) B Ma3kax co cnmancTtoi o6omnouku 1 uccnemoBanue 800,00
A26.08.019.002
HocornoTku metogom lMLIP, reHoTunupoBaHue, (Ma3ok U3 HOCOTMOTKM)
KayecTBEHHO
Onpegenexune PHK Bupyca rpunna A (Influenza virus A) B maskax co
cnuaucTorn obonoyku HocornoTku metogom MNLP, onpegenenve PHK
A26.08.019.001, . N
213603 Bupyca rpunna B (Influenza virus B) B Ma3kax co cnm3ncToi o6omnoyku 1 uccimemoBanue 800,00
A26.08.019.002
HocornoTkv meTtodom lMLP, reHoTunnpoBaHue, (Ma3ok U3 poTornoTku)
KayeCTBEHHO
Onpegenenune PHK Bupyca rpunna A (Influenza virus A) B ma3kax co
A26.08.019.001, cnuaucTor obonoykn HocornoTkm metogom MLUP, onpegenexHne PHK
213604 A26.08.019.002 Bupyca rpunna B (Influenza virus B) B Ma3kax co cnuaunctorn obonoyku 1 ccnenosanue 800,00
HocornoTku metogom lMNLIP, reHoTunnposaHue, (MOKpoTa) Ka4eCTBEHHO
HOPOBUPYCHAA MH®EKLIUA 1 uccnenoBanue
MNUP-guarHocTnka HopoBupyca 1 1 2 TMNoB 1 nccnemoBanue
213700 |A26.19.040 Onpeuej:leHme aHTureHoB Hoposwupycos (Norovirus) B Il Tuna o6pasuax | HeceoBaHHe 900,00
dekanui
T-TIUM®OTPONHLIE BUPYCbI YEITOBEKA 1 uccnenoBanue
Onpegenexve aHTuTen K BUpycy T KNeTo4HOro nenkosa Yenoseka (AT k
203800 1A26.06.087 T-numdoTponHeim Bupycam (HTLV) 1 u 2 TMNoB) B KpOBW, KayeCTBEHHO 1 uccnenosatne 1550,00
BUPYC KOKCAKU 1 uccnenoBanue
203900 |A26.06.019 Onpegenenve aHTuTen Kk Bupycy Kokcaku (Coxsacki virus) B kposu, IgM, T S p— 500,00

KONMn4eCcTBeHHO

NAPBOBUPYC

1 uccnemoBanne

AHTUTENA K napBoBupycy

1 nccnemoBanue




Onpegenenue anTuTen knacca M (IgM) k napeoBupycy B19 (Parvovirus

204000 |A26.06.063.002 B19) 8 kpoBM 1 uccnemoBanme 380,00

204001 |A26.06.063.001 Onpegenenve antuten knacca G (IgG) k napsosupycy B19 (Parvovirus 1 HecnenoBae 380,00
B19) B kpoBu
MNMUP-anarHocTMka napBoBupyca 1 uccimemoBanue
Onpegenexve OHK napsosupyca B19 (Parvovirus B19) metogom MLP

214000 |A26.05.032.002 B nepudepuyeckon 1 nyrnoBMHHON KPOBM, KONTMYECTBEHHOE 1 uccimemoBanue 900,00
nccnegosaHvne
Onpegenenve OHK napsosupyca B19 (Parvovirus B19) B maskax co

214001 |A26.08.057.001 cnuaucTomn o6onoyku poTornoTku metogom MNP, kayecTBeHHOE 1 uccimemoBanue 850,00
nccnegosaHve

214002 |A26.07.009.001 Onpegenexune OHK napeosupyca B19 (Parvo virus B19) metogom MNUP § 1 uccienosanue 850,00
MEHWHIOKOKKOBAA UH®EKLUA 1 nccnemoBanne
AHTUTENa K MEHUHIOKOKKY 1 uccnemoBanme
OnpepeneHvie aHTUTeN k Bo3byanTento meHnHrokokka (Neisseria

204100 |A26.06.109 meningitidis) B KpOBM, KAYECTBEHHO 1 uccnenoBanue 1250,00
Onpegenenne anTuTen K Bo3byamtento MmeHnHrokokka (Neisseria

204101 |A26.06.109 meningitidis) & kposu, (PTITA) 1 uccnenoBanue 5300,00
BPYLUENNE3 1 uccnenoBanue
AHTUTena k 6pyuenne 1 uccnemoBanme
Onpegenenve aHTuTen Kk 6pyuennam (Brucella spp.) B peakumn

A26.06.012.001,
204200 arrniTuHaumMn XeaanbcoHa, onpeaeneHne aHTuTen kK 6pyuennam 1 uccnemoBanne 580,00
A26.06.012.002 .

(Brucella spp.) B peakuun arrntotuHauum PawTa, (PA, TnTp)

204201 |A26.06.012 Onpegenexue aHTuTen Kk 6pyuennam (Brucella spp.) B kpoBu, IgA 1 ucciemoBanue 300,00

204202 |A26.06.012 Onpepgenexue aHTuTen K 6pyuennam (Brucella spp.) B kpoBswu, 1gG, | MccreoBaHHE 300,00
KayeCTBEHHO
TYNAPEMUA 1 uccnenoBanue

204203 |HeT AHnTuTena k tynapemuu (Francisella tularensis) (PA) 1 uccnenoBanue 680,00

204204 |HeTt AHTuTena k Tynspemun (Francisella tularensis) (PHICA) 1 mccnemoBanne 600,00
PUKKETCMO3 1 uccnenoBanue

204300 |A26.06.068.001 OnpepeneHve CyMMapHbIX aHTUTen K pUKKeTCAM - BO3GyauTENsIM T — 1780,00
KneLueBbIX NATHUCTLIX Nuxopafok (Rickettsia spp.) B kposu
BOPPEJINO3 (6ones3Hb Jlanma) 1 mccnemoBanne
AHTUTena k Goppenusam 1 uccnemoBanue
Onpegenexue anTuTen knacca M (IgM) k Bo3Gyantensim nkcoaoBbix

204400 |A26.06.011.001 KneLeBblx 6oppennosos rpynnel Borrelia burgdorferi sensu lato B 1 uccienoBanue 300,00
KpPOBM, ka4eCTBEHHO

204401 | A26.06.011.002 Onpegenenve aHTuTen knacca G (IgG) k BO30yauTEeNnsiM MKCOA0BbIX 1 300.00

T kneLyeBblx 6Goppenvo3os rpynnsl Borrelia burgdorferi sensu lato B kpoBu MCCIICAOBAHUC ’

Onpegenexue aHTuTten knacca M (IgM) k Bo3GyanTensim nkCoaoBbix

204402 |A26.06.011.001 knewyeBbix 6oppenvosos rpynnsl Borrelia burgdorferi sensu lato B 1 ucciemoBanue 1600,00
KpoBM, (MMMYHOGIOT), KA4eCTBEHHO
Onpegenenue anTuten knacca G (IgG) k Bo3GyauTensim MKCoaoBbIxX

204403 |A26.06.011.002 kneLyeBbix 6oppenvosos rpynnsl Borrelia burgdorferi sensu lato B 1 ucciemoBanue 1600,00
KpoBH, (MMMYyHOBMOT), Ka4EeCTBEHHO
KNELWEBOW SHLE®ANUT 1 uccnemoBanne
AHTUTEna K BUpYCy knewieBoro aHuedanura 1 uccnemoBanue

204500 |A26.06.088.001 Onpegenenve anTuTen knacca M (IgM) k Bupycy knelesoro T —. 320,00
aHuUedanuTa B KpoB®

204501 |A26.06.088.002 OnpegeneHue aHTuTen knacca G (IgG) k BUpycy kreLieBoro | Mccien0BaMme 320,00
3HUedanuTa B KpoBu
ACMNEPIMNNE3 1 uccnenoBanue
AHTUTEna Kk rpubam poga Acneprunsntoc 1 uccmemoBanue

204600 |A26.06.006 l(()pno;;emueneHme aHTuTen k rpubam poga acneprunnel (Aspergillus spp.) B T S p— 320,00
NErMOHENNE3 1 uccnenoBanue
AHTUTEna K nermoHennam 1 uccnenoBanue

204700 |A26.06.051 Onpeuene.Hme aHTUTenN K nervoHenne nHeBMoHum (Legionella | HeceoBaHMe 390,00
pneumophila) B kposu
JINCTEPUO3 1 uccnenoBanue
NUP-guarHocTMka nucTepnosa 1 uccnemoBanue

214700 |A26.05.037.001 Onpegenenve OHK nuctepwuin (Listeria monocytogenes) metogom MLIP T S p— 700,00

B KpOBU, Ka4eCTBeHHOe nccriegosaHne




NMHEBMOLIUCTO3

1 nccnemoBanne

MNMUP-auarHocTMka NnHeBMOLUCTO3a

1 nccnemoBanme

Onpegenexune OHK Pneumocystis jirovecii (carinii) B ma3kax co

214800  [A26.08.061.001 cnm3ncTomn 06onoYkM poTornoTku metogom MLUP 1 nccnenopanne 700,00
Onpegenexuve OHK Pneumocystis jirovecii B mokpoTe,

214801 |A26.09.072.001 aHAoTpaxeansHOM acnupaTe, 6pOHX0anbBEONSIPHON NaBaXHON 1 uccnemoBanue 700,00
xungkoctn metogom MNLP, konnyectseHHoe nccnegoBaHne
TYBEPKYINE3 1 uccnenoBanue

204901 |A26.06.138 I/Iccne,qoaa.Hwe YPOBHSA MHTepmepOHa-ramma Ha aHTUreHsbl § 1 HecnenoBae 6000,00
Mycobacterium tuberculosis complex B kpoBu (KBaHTUEPOHOBBIN TECT)
AHTUTEna Kk Mukob6akTepusim Ty6epkynesa (Mycobacterium

) P Tyoepky! (My 1 uccnenoBanue

tuberculosis)
CymmapHble aHTuTena Kk Mukobaktepusim Ty6epkynesa (Mycobacterium

204900 {ner tuberculosis), kayecTBEHHO 1 necnenopanne 820,00
MNMUP-auarHocTuka Ty6epKynesa 1 nccnemoBanne
Onpegenexuve OHK mykobakTtepun Ty6epkynesa (Mycobacterium

214900  [A26.05.047.001 tuberculosis complex) B kpoBu metogom lNLIP 1 necnenopanne 450,00
MonekynsipHo-bronornyeckoe nccrnegoBaHue rHoOMHOro OTAENSeMOoro

214901 |A26.01.028.001 Ha mukobakTepun Ty6epkynesa (Mycobacterium tuberculosis) metogom 1 ucciemoBanue 350,00
MUP (ma3ok, mokpoTa)

214903 |A26.28.028.001 Onpeuene.Hme OHK mukobakTepun Tybepkynesa (Mycobacterium | HecenoBaHMe 350,00
tuberculosi scomplex) B moye
KOPOHOBUWPYC SARS-CoV-2 (COVID-19) 1 nccnemoBanne
AnTuTena IgG k kopoHaBupycy SARS-CoV-2 nocne BakumHaumm

205109 {Her npenapatom «3nuBakKopona» (PBYH 'L BB «Bektop», Poccus) 1 necnenosanne 750,00
O6HapyxeHune aHtuten IgG k kopoHasupycy SARS-CoV-2, S 6enok

205103 |Her BekTop-Bect Poccus UGA nonykonnyectBeHHbIN (k03dh.NO3UTUBHOCTM) 1 ccnenosanue 750,00

205105 |HeT AnTutena IgM k kopoHasupycy SARS-CoV-2, S- u N- 6enok Bektop-Bec] 1 ucciienoBanue 750,00
AHTuTEna k kopoHaBupycy (SARS-Cov2), IgG HykneokancugHblin 6enok

205104 |wer Abbot CLUA NXINA nonykonuy (koadh.no3nT1BHOCTM) 1 nccnenosatine 750,00
AHTuTERa k kopoHaBupycy (SARS-Cov2), IgM 6enok S Abbot CLLUA

205106 |wer WXJTA nonykonu4 (koad.no3MTUBHOCTH) 1 nccnenosatine 750,00
AnTuTena IgG k RBD gomeHy S 1 6enka kopoHaBupyca SARS-Cov2

205107 |HeT (Abbott, CLLIA), konuy. 1 uccnenoBanue 780,00
KomnnekcHoe nccneposaHne [JHK meHUHrokokka, remounsHom

205108 |HeT nanouyku, ctpentokokka (Neisseria meningitidis, Haemophilus 1 uccnenoBanue 1600,00
influenzae, Streptococcus pneumoniae), kay
OUAFHOCTUKA ANNEPIrn 1 uccnemoBaune

300000 |[A09.05.054.001 WccnepoBaHue ypoBHS obLiero nMMyHornooynmHa E B kposu 1 uccnemoBanue 370,00
OnpegeneHue cneuududeckux aHTuTen knacca IgE k naHensam anngd 1 uccienoBauue
MccnenoBaHue ypoBHSt aHTUTEN K aHTUreHam pacTUTENbHOrO,

300001 |A09.05.118 YXMBOTHOIO U XMMMWYECKOro MPOUCXOXAEHMS B KPOBU, NaHenb Ne1 1 uccnenosanue 1100,00
AnnepreHbl rpubkoBble (6 annepreHos, IgE)
Alternaria tenuis m6, Aspergilus fumigatus m3, Penicillum chryzogenum m606, Candida albicans 1
m5, Fusarium oxyspora m608, Mucor pusillus m601 VCCJICIOBAHNC
MccnepoBaHue ypoBHSA aHTUTEN K @aHTUreHam pacTUTENbHOTO,

300002 |A09.05.118 XXMBOTHOIO U XMMUYECKOro NPOUCXOXKAEHMS B KpOBU, NaHenb Ne2 1 uccnemoBanne 1100,00
AnnepreHbl 6akTepuansHble (6 annepreHos, IgE)
Streptococcus pyogenes 0507, Streptococcus pneumoniae 0503, Staphylococcus aureus 0506, 1
Escherichia coli 0500, Klebsiella pneumoniae 0511, Haemophilus influenzae 0508 HUCCJICIOBAHNC
MccnenoBaHue ypoBHSt aHTUTEN K aHTUreHaMm pacTUTENbHOrO,

300003 |A09.05.118 YXMBOTHOTO U XMMMUYECKOro NMPOUCXOXAEHMS B KpOBUY, NaHens Ne3 1 uccnenosanue 1100,00
AnnepreHbl 6b1ToBblE CKpUHUHT Ne1 (6 annepreHos, IgE)
[omaluxsas neinb h401, Bubnunoteyras neinb h400, Mepo noaywkun €501, Dermatophagoides 1
pteronyssinus d1, Dermatophagoides farinae d2, TapakaH i6 HCCJIC0BAaHNC
MccnepoBaHve ypoBHSt aHTUTEN K aHTUreHam pacTUTENbHOro,

300005 |A09.05.118 XXMBOTHOIO U XMMMWYECKOro NPOUCXOXAEHMS B KpoBUW, NnaHenb Ne5 1 nccnemoBanue 1100,00
AnnepreHbl 6bIToBbIE CKpUHUHT Ne2 (6 annepreHos, IgE)
WepcTb kowwku 500, Wepctb cobaku e2, Lepctb oBuUbl b20, MNaTeke k82, AadHus (BoasiHas 1
Grioxa) i74, TaGak b24 HUCCIIEN0BaHUC
MccnenoBaHve ypoBHSt aHTUTEN K aHTUreHaMm PacTUTENbHOrO,

300004 |[A09.05.118 YKMBOTHOIO U XMMMUYECKOro NMPOUCXOXKAEHMS B KpOBM, NaHenb Ne4 1 uccimemoBanue 1100,00

AnnepreHbl 6biToBbIE (3nnaepmMansHble) (6 annepreHos, IgE)

WepcTb kowwku 500, WepcTb cobaku e2, Mepo nonyras €501, LLepcTb xomsika €84, LepcTb

kponuka, e82, LLlepctb MopCcKoW CBUHKU, €6

1 nccnemoBanue




300006

A09.05.118

MccnenoBaHve ypoBHS aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO N XMMNYECKOTO NPOVNCXOXKAEHUS B KpOBU, NaHenb Ne6
AnnepreHbl NbinbLeBble (Nyroeble Tpasbl) (6 annepreHos, IgE)

1 nccnemoBanne

1100,00

Poxb g12, Matnuk g8, INncoxsoct g16, Tumodpeeska g6, Exa g3,
[MonbiHb W5

1 nccnemoBanne

300007

A09.05.118

MccnenoBaHve ypoBHS aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO N XMMNYECKOrO NPOVNCXOXKAEHUS B KpOBU, NaHenb Ne7
AnnepreHbl NbifbLeBble (COPHbIE Tpasbl) (6 annepreHos, IgE)

1 nccnemoBanne

1100,00

INebena w15, MonbiHb W5, AMGpo3uns w1, OgyBaHuuk w8, MUKCT copHbIx TpaB Wx1,
[NoaconHeyHmk w29

1 nccnemoBanne

300008

A09.05.118

MccnegoBaHve ypoBHS aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO N XMMNYECKOTO NPOUCXOXKAEHUS B KpOBU, NaHenb Ne8
AnnepreHbl NbinbLeBble CKPUHUHT (6 annepreHos, IgE)

1 nccnemoBanme

1100,00

Bepesa t3, Poxb g12, AM6posuns w1, MukcT aepeBbeB Tx1, MukcT nyrobix TpaB Gx1, Muket
COpHbIX TpaB Wx1

1 uccnenoBanue

300009

A09.05.118

WccnepoBaHue ypoBHS aHTUTEN K aHTUreHam pacTUTerNbHOro,
XKMBOTHOIO U XMMMWYECKOTO NPOUCXOXKAEHUSI B KpOBU, NaHenb Ne9
AnnepreHbl NbinbLeBble (BecHa) (6 annepreHos, IgE)

1 nccnemoBanne

1100,00

Bepesa t3, Onbxa t2, OpewwHuk t4, Ay6 t7, Knen t1, OgyBaHumk w8

1 uccnemoBanue

300010

A09.05.118

MccnenoBaHve ypoBHSt aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO N XMMNYECKOTO NPOVNCXOXAEHUS B kpoBu, naHenb Ne10
AnnepreHbl nuweBble ckpuHUHT Ne1 (6 annepreHos, IgE)

1 uccnemoBanue

1100,00

Monoko kopoBbe LienbHoe 2, Aiiuo KypuHoe uenbHoe 252, MpeuHesas kpyna f11, MloBsaguHa
27, Msico kypuubi f83, MweHnyHasa myka f4

1 uccnemoBanue

300012

A09.05.118

MccnepoBaHue ypoBHA aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO U XMMUYECKOro MPOUCXOXAEHMS B KPOBM, NaHenb Ne12
AnnepreHbl nuweBble ckpuHUHT Ne2 (6 annepreHos, IgE)

1 uccnemoBanne

1100,00

Benok kypuHoro siua f701, XKentok kypuHoro siiua f750, CeuHuHa 26, Tpecka f3, Pucosas
kpyna f9, OBcsHas kpyna 321

1 uccnemoBanne

300011

A09.05.118

MccnenoBaHve ypoBHSt aHTUTEN K aHTUreHam pacTUTENbHOro,
XKMBOTHOTO N XMMMWNYECKOTO MPOUCXOXAEHNSI B KpOBU, NaHenb Ne11
AnnepreHbl nueBble (oBowww) (6 annepreHos, IgE)

1 uccnenoBanue

1100,00

KapTodens 35, Kanycta 6enokovanHas f39, Mopkosb f31, Ceekna f224, Tomart 25, Kanycta
6pokkonu 134

1 uccnenoBanue

300013

A09.05.118

WccnenoBaHue ypoBHS aHTUTEN K aHTUreHaMm pacTUTeNbHOro,
KMBOTHOIO U XMMMWYECKOTO NPOUCXOXAEHUsI B KpoBU, naHenb Ne13
AnnepreHbl NuLLeBbIe (MOMNOYHbIE NPOAYKThI) (6 annepreHos, IgE)

1 uccnenoBanue

1100,00

Monoko kopoBbe uenbHoe f2, Monoko ko3be 219, Kecoup f319, Kaseun 78, TBopor 746, Cost
f14

1 uccnenoBanue

300017

A09.05.118

WccnepnoBaHue ypoBHS aHTUTEN K aHTUreHam pacTUTeNbHOro,
KMBOTHOO U XMMMWYECKOTO NPOUCXOXAEHUsI B KpoBU, naHenb Ne17
AnnepreHbl 6bIToBbIE (TKaHW) (6 annepreHos, IgE)

1 nccnemoBanne

1300,00

AueTaTtHoe BonokHo b903, MonnamngHoe BonokHo b902, NleH b16, HaTypanbHbii wenk b22,
HatypanbHas wepctb b904, Buckosa b901

1 nccnemoBanne

300020

A09.05.118

MccnepoBaHue ypoBHSA aHTUTEN K aHTUreHam pacTUTEnNbHOro,
XMBOTHOTO 1 XVMWUYECKOro MPOMNCXOXAEHUSA B KpoBK, NaHenb Ne20
AnnepreHbl nuLLeBble (CNnopTUBHOE NUTaHwe) (6 annepreHos, IgE)

1 uccnemoBaune

1300,00

Fmoponusat roesixbero 6enka (rosspkuit npoteunH) 784, U3onsT coesoro 6enka (coesbilit
npoteuH) {785, KoHueHTpaT MmonoyHoro 6enka (MuLennspHelii kasenH) 782, KoHueHTpat
CbIBOPOTOYHOTO Berka (CbIBOPOTOUHBI NpoTenH) 783, Cyxol sinyHbIn 6enok (AnYHbIA NPOTenH)
786, Msaco kypuupl f83

1 nccnemoBanue

OnpepeneHune cneuncdudecknx aHtuten knacca IgE k naHensm anne

1 uccnemoBanne

300014

A09.05.118

MccnepoBaHue ypoBHSA aHTUTEN K aHTUreHam pacTUTENbHOro,
XMBOTHOTO 1 XVMWUYECKOro MPOMNCXOXAEHUSA B KpoBK, NaHenb Ne14
AnnepreHbl rpubkosble (11 annepreHos, IgE)

1 uccnemoBanne

1700,00

Alternaria tenuis m6, Aspergilus fumigatus m3, Penicillum chryzogenum m606, Penicillum
tardum m602, Rhizopus nigricans m11, Candida albicans m5, Candida kruzei m607,
Trichophyton m609, Mucor pusillus m601, Neurospora sitophila m23, Saccharomyces cerevisiae
m44

1 uccnemoBaune

300015

A09.05.118

WccnepnoBaHue ypoBHS aHTUTEN K aHTUreHam pacTUTenbHOro,
XXUBOTHOO U XMMUYECKOIO MPOUCXOXOEHUS B KpoBU, NaHernb Ne15
AnnepreHbl 6aktepuanbHble (11 annepreHos, IgE)

1 uccnemoBanne

1700,00

Streptococcus pyogenes 0507, Streptococcus pneumoniae 0503, Streptococcus faecalis
(Enterococcus) 0504, Staphylococcus aureus 0506, Escherichia coli 0500, Pseudomonas
aeruginosa 0509, Klebsiella pneumoniae 0511, Moraxella catharrhalis 0501, Haemophilus
influenzae 0508, Neisseria perflava 0505, Proteus vulgaris 0502

1 ucciemoBanue

300016

A09.05.118

WccnepnoBaHue ypoBHS aHTUTEN K aHTUreHaMm pacTUTenbHOro,
XUBOTHOTO U XMMWUYECKOTO MPOUCXOXOEHUS B KpoBU, NaHernb Ne16
AnnepreHbl 6biToBbIE (11 annepreHos, IgE)

1 nccnemoBanue

1700,00

LLepcTb kowwku €500, LWepctb cobaku €2, LLepcTb oBUbI b20, JlaTekc k82, NadHus (BoasHas
6noxa) i74, AomaluHsas neinb h401, BubnuoteyHas nbinb h400, Mepo noaywku €501,
Dermatophagoides pteronyssinus d1, Dermatophagoides farinae d2, Tabak b24

1 ucciemoBanue

300018

A09.05.118

WccnepoBaHue ypoBHSA aHTUTEN K aHTUreHam pacTUTEenNbHOro,
XUBOTHOIO N XMMNYECKOTO NPOVNCXOXAEHUS B KpOBU, naHenb Ne18
AnnepreHbl NbinbLeBble CKPUHUHT (11 annepreHos, IgE)

1 ucciemoBanue

1700,00

Bepeaa t3, OpeluHuk t4, TumodbeeBka g6, MonbiHe W5, AM6po3na w1, Poxb g12, MsaTtnuk g8,
MukeT aepesbeB Tx1, MukcT nyrobix Tpas Gx1, Mukct copHbix Tpas Wx1, MoaconHeuHnk w29

1 nccnemoBanue




300019

A09.05.118

MccnenoBaHve ypoBHS aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO N XMMNYECKOTO NPOVNCXOXAEHUS B KpoBU, naHenb Ne19
AnnepreHbl nbinbUesble (AepeBbs) (11 annepreHos, IgE)

1

HUCCICIOBAaHUC

1700,00

Bepeaa t3, Tononb t14, Enb t35, CocHa t16, Yepemyxa t600, UBa t45, XKacmuH t13, AceHb 15,
LiBeTbl nunbl t27, LiBeTbl akauumn 6enoin t28, LiBeTbl KOHCKOrO KawwTaHa t17

1

HUCCIICIOBAaHUC

300021

A09.05.118

WccnepnoBaHue ypoBHS aHTUTEN K aHTUreHam pacTUTenbHOro,
)KMBOTHOTO U XMMMWYECKOTO MPOUCXOXAEHWSI B KPOBU, NaHenb Ne21
AnnepreHbl nuweBble (ocHOBHbIE) (11 annepreHos, IgE)

1

HUCCIICA0OBAHUC

1700,00

Monoko kopoBbe LenbHoe f2, Benok kypuHoro siua f701, XKentok kypuHoro sinua 750,
CeuHuHa f26, MNossiguHa f27, Msico kypuubl f83, Tpecka 3, MweHnuHas myka f4, Pucosas kpyna
9, MpeyHeBas kpyna f11, OBcsiHas kpyna f321

1

HUCCIICIOBAaHUC

300022

A09.05.118

MccnenoBaHve ypoBHS aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO N XMMNYECKOTO NPOVNCXOXAEHUS B KPOBU, NaHenb Ne22
AnnepreHbl nuLeBble (MOMOYHbIE NpoAyKThl) (11 annepreHos, IgE)

1

HUCCIICA0OBAHUC

1700,00

Monoko koabe f219, Kedup 319, Morypt £250, KaseuH {78, PsxeHka f740, Tsopor f746, BpbiH3a
kopoBbs 739, Ceip ronnanackui f736, Macno cnusoyHoe 765, CmeTaHa 744, MaitoHes f743

1

HCCICOAOBAHUEC

300023

A09.05.118

MccnegoBaHve ypoBHSt aHTUTEN K aHTUreHam pacTUTENbHOro,
XMBOTHOIO N XMMNYECKOTO NPOVNCXOXAEHUS B KpOBU, naHenb Ne23
Anneprenbl nuwesble (oBoww) (11 annepreHos, IgE)

—_

HCCICOAOBAHUEC

1700,00

Tomar 25, Kabauku {751, BaknaxaHsl f176, MNepew 6onrapckuit kpacHbii f46, Teikea f191,
Mopkossb f31, ®aconb kpacHas f206, YeueBunua 65, LiBeTHas kanycra f61, Kanycra 6pokkonun
134, lopox f12

—_

HCCJICIOBAHUC

300024

A09.05.118

MccnepoBaHue ypoBHA aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO U XMMMWYECKOro MPOUCXOXAEHMS B KPOBM, NaHenb Ne24
AnnepreHbl nuweBble (3eneHb) (11 annepreHos, IgE)

—_

HCCJICIOBAHUC

1700,00

YecHok f47, Nyk penyateiii f48, Lasens f42, Ykpon s11, Wnunart f38, Kunaa f717, Cenbaepeit
85, Con 14, Canar 733, MNMeTpywwka 86, Mepew 6onrapckuin 3enexbi {546

—_

HCCJICIOBAHUC

300025

A09.05.118

MccnenoBaHve ypoBHSt aHTUTEN K aHTUreHam pacTUTENbHOro,
XMBOTHOIO N XMMNYECKOTO NPOVNCXOXAEHUS B KpOoBU, naHenb Ne25
AnnepreHbl nuweBble (rogbl, ppykTbl Ne1) (11 annepreHos, IgE)

—_

HCCJICIOBAHUC

1700,00

Abpukoc f152, Mepcuk f53, BuwwHs f358, Mpanat f203, YepHasi cmopoavHa f212, Mpywa 30,
Abnoko f49, Cnuea f148, Kny6Huka f44, Apbys f87, AbiHa f300

—_—

HCCJICIOBAHUC

300026

A09.05.118

MccnenoBaHve ypoBHSt aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO N XMMNYECKOTO NPOVNCXOXAEHUSI B KpOBU, NaHenb Ne26
AnnepreHbl nuweBble (rogbl, ppykTbl Ne2) (11 annepreHos, IgE)

—_—

HCCJICIOBAHUC

1700,00

Aea f237, Xypma f286, Anblua kpacHas f707, Bunorpan 6enbiii 50, BuHorpag kpacHbiin f509,
KpacHas cmopoauHa f509, Exeswka f175, Fony6uka f203, YepHuka f229, O6nenuxa 704, Kusun
{766

—_

HUCCICAOBAHUE

300027

A09.05.118

MccnenoBaHve ypoBHSt aHTUTEN K aHTUreHam pacTUTENbHOro,
XXMBOTHOIO N XMMNYECKOTO NPOUCXOXAEHUSI B KPOBU, NaHenb Ne27
AnnepreHbl nuLLeBble (3k30THYeckue dpykTol) (11 anneprexHos, IgE)

—_—

HCCJICIOBAHUC

1700,00

Tumo 32, Anenbcut £33, Momeno 709, MpenndpyT f92, ManaapwH f34, Banan f29, Manro f91,
Ananac 72, Kusw 84, Jlaiim 259, delixoa 710

—_—

HCCJICIOBAHUC

300028

A09.05.118

WccnepoBaHue ypoBHSA aHTUTEN K aHTUreHam pacTUTENbHOro,
XMBOTHOTO 1 XVMWUYECKOro MPOMNCXOXAEHUSA B KPOBK, NaHenb Ne28
AnnepreHbl nuLLeBble (MACHbIE NpoaykThl) (11 anneprexos, IgE)

[

HCCJICIOBAHUEC

1700,00

Msico nHpeiiku f130, Msco rycs 58, Msco ytku f57, MepenenuHoe msco 192, Msco kponuka
167, Msaco HyTpuu 755, BapaHuHa 88, MeyeHb roesxbs f241, KonnHa 184, Konbaca BapeHas
756, Konbaca konyeHas 754

—_

HUCCICAOBAHUC

300029

A09.05.118

MccnepoBaHme ypoBHSt aHTUTEN K aHTUreHam pacTUTenbHOro,
XXMBOTHOIO N XMMWYECKOTO NPOUCXOXAEHUSI B KpOoBU, naHenb Ne29
AnnepreHbl nuweBble (pbiba mopckas Ne1) (11 annepreHos, IgE)

[

HCCJICIOBAHUEC

1700,00

Cenbab f21, Caiipa 722, Capauna 160, MunTan 716, Moiiea f721,Tpecka f3, TyHey f40,
[op6ywa 711, llemonema {715, Tunanus {745, Kedpans f719

[

HCCJICIOBAHUC

300030

A09.05.118

MccnepoBaHve ypoBHSI aHTUTEN K aHTUreHam pacTUTenNbHOro,
XXMBOTHOIO N XMMMWYECKOTO NPOUCXOXAEeHUs B kpoBu, naHenb Ne30
AnnepreHbl nuweBble (pbiba mopckas Ne2) (11 annepreHos, IgE)

[

HCCJICIOBAHUEC

1800,00

TNococe f41, Keta 714, Cemra f741, Ocetp 725, Mantyc 196, TyHew f40, ®openb 22, KpeBeTkun
f24, Kambana 186, Wkpa kpacHas 323, Paku {726

[

HCCJICIOBAHUC

300031

A09.05.118

WccnepnoBaHue ypoBHS aHTUTEN K aHTUreHam pacTUTeNbHOro,
XXUBOTHOTO U XMMMUYECKOTO MPOUCXOXAEHUS B KPOBYU, NaHenb Ne31
AnnepreHbl nuLeBble (MopenpoaykTel) (11 annepreHos, IgE)

—_—

HUCCICIOBAaHUC

1800,00

Mwuaun f37, KpeseTku f24, Kpabbl 292, No6eTep (omap) f80, Yetpuubl 177, OcbmuHor 712,
Kanbmapsi 161, Yropeb f55, Paku 726, Wkpa kpachas £323, Mopckoi rpebetwok 724

1

HUCCICIOBAaHUC

300032

A09.05.118

WccnepnoBaHue ypoBHS aHTUTEN K aHTUreHaMm pacTUTeNbHOro,
XUBOTHOTO U XMMUYECKOTO MPOUCXOXOEHUS B KPOBU, NaHenb Ne32
AnnepreHbl nueBble (pbiba peyHas) (11 annepreHos, IgE)

1

HUCCICAOBAaHUC

1700,00

Cas3aH peunoii 780, Kapn f180, Cynak f247, Xek f354, OkyHb peuHoit f560, Lyka 718, Neww
720, Com f242, Paku f726, OceTp {725, dopenb f22

1

HUCCICAOBAaHUC

300033

A09.05.118

WccnepnoBaHue ypoBHS aHTUTEN K aHTUreHaMm pacTUTenbHOro,
XUBOTHOTO U XMMUYECKOTO MPOUCXOXOEHUS B KpoBU, NaHernb Ne33
AnnepreHbl nuweBble (HanuTku) (11 annepreHos, IgE)

1

HUCCIICA0OBAHUC

1700,00




Wokonap 52, Caxap f762, Yan 3eneHbin f266, Yan kapkage f147, Kode monoTsii f95, dpykTosa
761, Kakao f97, Koka-kona f759, Kocpe pactBopumbiin 795, Yait YepHebiii 6aiixosbivi f99, Meg 1 HCCIICJOBAHUEC
277




